Part I: Personalia

First Name:

Place of birth, Date:
Address:
Residence:

Contact information:

Phone:
E-mail;

Kristel
Dendermonde, 3 June 1969
Krijgsbaan 147, D — 9140 Temse

see address

+32 (0)4 366 2692work)
kristel.vansteen@ulg.ac.be
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Part Il: Study background

| [I.1. Study background section A: Obtained master égrees

a) Diploma 1

Master in Exact Sciences; Mathematics
Ghent University; 28 June 1991
Grade: summa cum laude

Thesis:

“Inleiding tot de gebouwentheorie.”
Promotor: Prof Dr H Van Maldeghem

Detailed information:

This training is useful in giving me a firm founatat to acquire knowledge as a
basis for future study and research activities,
and developing a logical and structural thinkinghtaéty.

b) Diploma 2:

Master in Biostatistics
Hasselt University; 5 oktober 1999
Grade: magna cum laude

Thesis:

“Analysis of longitudinal, ordinal, categorical, @ity of life data with dropout.”
Promotor: MSc D Curran; Co-promotors: MSc L Co#edind Prof Dr G
Molenberghs

Detailed information:

« The extensive training in biostatistics gives me dpportunity to translate a purely
mathematical background into a practical sociabgegent.

- Project-driven group assignments during the trg@ire useful in developing
skills to enhance team working.

- The apprenticeship is enriching and is a first eeqlosure to the business
community.

- The nature of the student population — the majavigye VLIR students from
developing countries (this is: in Belgium with a&flish Inter-university Board
grant) — is extremely stimulating to adopt a pwesiinternational attitude and
mentality.
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II.2. Study background section B: Additional StudyCertificates (a selection)

Diploma or certificate grade university Year

IFRES 6 (séance de ba: A suivre en automne | ULg (Belgium) 2010

Un guide pour I’ enseignant, un guide

pour I' étudiant: I' engagement

pédagogiqu

IFRES ¢ ULg (Belgium)

Dispensation (tenue compte de ma

formation de communication WECOM)

IFRES ¢ ULg (Belgium) 2010

Organisation et évaluation des stages

IFRES ULg (Belgium) 2010

Le titurat pour I apprentissage par

problems et en petits groupes

IFRES - ULg (Belgium) 2010

Introductio générale au PBLet au rélede

tuteur

IFRES : ULg (Belgium) 2009

Construction et gestion qualité de teste

Statistical analysis of Networ Certificate UCL (Belgium) 2009

Cours : Franca Nationale Handels |2008
Academie Antwerp
(Belgium)

Continuingmedical education: po Certificate Cernay-la-Ville 2008

genome respiratory epidemiology II: an (France)

interdisciplinary challenge

Workshop:Statistical analysis ¢ Certificate FaBeR — KUL, 2008

genetic data in families (Belgium)

FAMHAP — haplotype frequency Certificate Rheinische 2008

estimation and association analysis Friedrich-Wilhelms-
Universitaet, Bonn
(Germany)

Good practice in DNA micro-array | Certificate Klinikum 2007

analysis Grof3hadern, Munich
(Germany)

Erasmus Summer Program; Modules Certificate Erasmus Medical |2006

Genetic epidemiology of complex
diseases, Introduction to genomics e

n

Searching genes of complex disorde

[S

Centre Rotterdam
(the Netherlands)
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SAS JMP genetics course Certificate Department of 2006
Cardiovascular
Diseases — KUL
(Belgium)
S.A.G.E. course: statistical analysis foCertificate Department of 2006
genetic epidemiology Cardiovascular
Diseases — Catholic
University Leuven
(Belgium)
37th International training workshop o@ertificate Applied Maths 2006
the use of GelCompar Il and headquarters in Sint-
Bionumerics Martens-Latem
(Belgium)
Doctoral Training: medical science | Certificate Antwerp University | 2005
(Belgium)
Biotechnology Project Management | A+ Harvard Extension |2005
School —
Massachusetts
Biotechnology
Council (USA)
Short course: Mathematical approach€&=rtificate The Jackson 2003
to the analysis of complex phenotypegs Laboratory Bar
Harbor — Main
(USA)
Short course: Bayesian hierarchical | Certificate Universitat Freiburg | 2002
modelling using WinBUGS, IBConf (Germany)
Advances in population-based studieCertificate Erasmus Medical |2001
of complex genetic disorders Centre Rotterdam
(the Netherlands)
Course: module 2: Bio-informatics Certificate ICHSiversity 2001
Ghent (Belgium)
Course: module 1: Bio-informatics Certificate ICHS8iversity 2001
Ghent (Belgium)
WECOM: training in scientific Certificate Limburg University |2001
communication: written Centre Hasselt
communication (Belgium)
WECOM: training in scientific Certificate Limburg University |2001

communication: oral communication

Centre
(Belgium)
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Advances in population-based studieCertificate Erasmus Medical |2001
of complex genetic disorders Centre Rotterdam
(the Netherlands)

Course: Handling Non-response Certificate ESRCarsity 2000
Southampton
(United Kingdom)

Workshop: Statistical Inference Certificate Univrglasselt | 2000
(Belgium)
Workshop sensitivity analysis for Certificate Biostatistical center| 2000
incomplete data de K.U.Leuven, LUC
et university Gent
(Belgium)
Workshop: Statistical analysis of Certificate Institut fur Statistik | 2000
discrete structures Munich (Germany)
Multivariate Statistics in Practice Certificate Groningen 1997
University

(the Netherlands)

Computerintensive Methods in 18/20 Hasselt University | 1997
Statistics; Density Estimation,

Smoothing in a S+ Environment Belgium)

Detailed information

« During the period 1997-1999 the emphasis mainbk/die gaining in-depth scientific
biostatistics knowledge. Persistent training isassary to surpass a simple executive
function as a biostatistician. It enables me tselp follow the trends and evolutions in
my discipline and to carry out creative and innoxascientific work.

- This resulted, from 2000 onwards, in a period tf-seudy. | am feeling scientifically
well-prepared to successfully start methodologieakarch in biostatistics. Intense focus
within this discipline has the risk of becomingealated with other disciplines. That is
why | choose for a doctoral training beyond thenfrers of pure statistics. For the
aforementioned reason | also take a training iergiéic communication.

- The invitation to work at the Harvard School of Reiblealth 2003-2005) as a post-
doctoral fellow allows me to make most of my chanimeexpand my work area. The

vivid team spirit, the scientific discussions, ehed personal scientific research lead to a

publication in Nature Genetics, despite the methagloal nature of its content. At
Harvard | also get the opportunity to expand mydeolge in non-statistics disciplines:
biotechnology project management.

- From 2006 onwards, the emphasis temporarily isxphoeing and mapping new trends
and evolutions in Europe, and on proposal drafimg writing. This focus, rather than
carrying out pure methodological research to theeexe, is due to my 50% commitment
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as a project manager for the Ghent University éoBhropean Network of Excellence
GA’LEN (www.ga2len.com) up until the end of 2007.

2008 is the start of a bioinformatics tenure trpokition at the university of Liege. As the
only statistician at the department of Electricaglbeering and Computer Science
(Montefiore Institute) | formulate the mission tdroduce statistical genetics and to start
up a multi-disciplinary group that can make sigraft contributions to disentangle the
genetics of complex diseases.
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| I1.3. Study background section C: In case of a dootate or special doctorate

a) Diploma 1

PhD in Exact Sciences: Mathematics
Ghent University; 21 May 1996
Grade: summa cum laude

Thesis:

“Non-spherical buildings of rank 3.”
Promotor: Prof Dr H Van Maldeghem

Publications:

Van Maldeghem H, Van Steen K (1999) Characterinatisy Automorphism
Groups of Some Rank 3 Buildings IV. Hyperbolic peaddloufang Buildings of
Rank 3, Geometriae Dedicata 75: 115-122.

Van Steen K (1999) Characterizations by Automomph@roups of Some Rank 3
Buildings Ill. Moufang-Like Conditions, Geometri@edicata 74: 225-240.

Van Maldeghem H, Van Steen K (1999) Characterinatisy Automorphism
Groups of Some Rank 3 Buildings Il. A Half Strondlyansitive Locally Finite
Triangle Building is a Bruhat-Tits Builing, Geomet Dedicata 74: 113-133.
Van Maldeghem H, Van Steen K (1998) Characterinatimy Automorphism
Groups of Some Rank 3 Buildings I. Some Propedidsalf Strongly-Transitive
Triangle Buildings, Geometriae Dedicata 73: 119-142

Van Maldeghem H, Van Steen K (1997) Moufang Affigldings have Moufang
Spherical Building at Infinity, Glasgow Math. J.:387-241

Detailed information

From a scientific viewpoint the study of fundamémiathematics at this level is a
good basis for study and research work in othetialties.

During my research years in fundamental mathembtossidered it a challenge
to convey abstract concepts in a teachable antirexevay to a varied audience.
During symposia and workshops it becomes cleardbramunicative skills are
essential in building out a career, independerftth® discipline or type of work
floor. Under the leadership of my promotor in thdsg's, Prof Dr H Van
Maldeghem, the first building stones are laid toatee and further develop skills
in communication.

The preparations for my first doctoral degree has@entuated my sense of
analysis and synthesis, and are essential to imoamisndependent and critical
attitude.
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b) Diploma 2:

PhD in medical sciences — biomedical science
Hasselt University / Maastricht University; 20 Dedser 2005
Grade: not applicable

Thesis:
“Genomic screening methodology for common diseasescomplex traits -
Multiplicity and missingness: a statistical hurdle?
Promotor: Prof Dr G Molenberghs; Co-promotor: FbofNM Laird

Publications

Van Steen K, Laird NM, Markel P, Molenberghs G (@P8pproaches to handle
incomplete data in family-based association tes#myn Hum Genet 71: 141-151.
Van Steen K, Mcqueen MB, Herbert A, Raby B, LyonDidmeo DL, Murphy A,
Su J, Datta S, Rosenow C, Christman M, SilvermarnLBkd NM, Weiss St,
Lange C (2005) Genomic screening and replicatiomguhe same data set in
family-based association testing, Nature Genefic&/3683 — 691.

Van Steen K, Lange C (2005) PBAT: a comprehensiWtsvare package for
genome-wide association analysis of complex fatdged studies (Invited
submission) Journal of Human Genomics 2 (1): 1-3.

Van Steen K, Tahri N, Molenberghs G (2004) Intradgche multivariate Dale
model in population based genetic association egdiometrical Journal 46
(2):187-202.

Detailed information

An important part of this thesis is the result of work at the Harvard School of
Public Health as a post-doctoral fellow. At thiksal | am made aware of
different English writing styles (European versosi1European) and am given
useful comments on increasing the success rateldicptions in American and
non-American journals. | learn that adopting theect conventions, etiquette and
writing style can severely increase the rate oeptad project proposals.

A publication is not a private affair. Every manugtis read by some internal
specialists, heavily discussed upon with the agthmovided with comments to
increase the value of the publication and only tle@ased for submission in a
scientific journal. Corporate thinking brought irgmactice ...

A copy of diplomas and obtained certificates can bebtained upon request.
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Part lll: Knowledge and competences in a professia context

| 111.1. My curriculum

Overview:

Identification employer Start date | End date Positio Full
time/
part-
time %

University of Liege — Dept of 1/1/2008 | 31/12/2010| Assistant Professpr 100

electrical engineering

Catholic University of Leuven — |1/5/2008 | 30/9/2014 (honorary) guest-| 10

Dept of Human Genetics professor

Ghent University — Dept of 1/10/2008 | 30/9/2013 (honorary) guest-|5

Medical Genetics professor

Ghent University — Dept ORL 1/2/2008| 30/9/2010 (v@my) post- 10

doctoral researcher

Univeritair Ziekenhuis UZ Ghent] 1/1/2006 | 31/12/2007| Post-doctoral 50

De Pintelaan 185, 5B2, 9000 scientific researcher

Ghent (status: expert) —

Project Manager
GA°LEN Ghent
University

Ghent University — Dept of 1/1/2006 | 31/12/2007 | Guest Professor 50

applied mathematics and computer

science

StepGen cvba 26/1/2006 31/1/2010 Co-founder and

scientific director

Ghent University — FP6 project |15/6/2005 | 31/12/2005| Post-doctoral 100

GA’LEN scientific

collaborator —
Project Manager
GA°LEN Ghent
University

Hasselt University - Censtat 1/9/2003  present (remy® scientific

collaborator

Harvard School of Public Health |'5/5/2003 | 31/5/2005 Post-doctoral fellg00

Department of Biostatistics, researcher on

Boston MA 02115, USA statistical genetics

Hasselt University (LUC — 1/9/1999 | 31/5/2003 Post-doctoral 100

Censtat) researcher

Hasselt University (LUC — 16/5/1999 | 31/8/1999 Scientific research&f0

Censtat)

E.O.R.T.C (Quality of Life Unit) +16/11/1998 15/5/1999 Fellow statistician 100

Avenue Mounier 83, 1200 Brussel

Ghent University 1/9/1994 | 31/1/1998 |Assistant Geometry 100

1/2/1992 |31/8/1994 50
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[1l.2. Situating the most important evolutions in my knowledge acquisition related to
professional activities mentioned in Ill.1.

a) Know-how 1: Logical thinking

Research topics in mathematics included:

Affine and Euclidean building theory
Finite geometry

Trees

(Algebraic) Topology

Conclusions in these domains are the result of masoning, starting from a set
of basic assumptions. My academic activities assaarcher in fundamental
mathematics (from 1/9/1994 to 31/1/1998) mark a@opkeof further development
in logical and structural thinking.

Overview 3rd cycle educational training — OrierdatMathematics:

« Training ULBrussel, 10 May 1996 (3 lectures):
« Training RGhent University, 1994-95 (7 lectures).
« D(iscrete)A(lgebra and)G(eometry)-days (1993-1995).
3rd cyclus NFWO, KUL-Ghent University: Linear algalz groups (1992-1993).
« 3rd Cyclus: Buildings UL/Brussel (1992-1993).
- Sommerschule Gebaude. Bielefeld University (Germ&rl5 September 1991.

Reference:

Prof Dr H Van Maldeghem

Vakgroep Zuivere Wiskunde en Computeralgebra
Ghent University

Galglaan 2

B-9000 Ghent

e-mail: hvm@cage.ugent.be

b) Know-how 2: Education and development

Experience at the UlLg

2010-2011
code Description Cycle | # students
EPID0754-1 Introduction a I'épidémiologie génétique 4
EPID0754-A-a 20h Th, 20h Pr
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GBIO0009-1 | Bioinformatique 2 11
GBIO0009-A-a 30h Th, 30h Pr
GBIO0015-1 | A tourin genetic epidemiology 2 3
GBIO0015-A-a 15h Th, 15h Pr
MATHO0008-2 | Introduction au calcul des probabilitets| 1 163
a l'analyse statistique
MATHO0008-A-b 15h Th, 15h RBr
2009-2010
code Description Cycle | # students
EPID0754-1 Introduction a I'épidémiologie génétique 4
EPID0754-A-a 20h Th, 20h Pr
GBIO0001-1 | Introduction au génie biomédical 1+2 23
GBIO0001-A-a 30h Th, 30h Pr
GBIO0009-1 | Bioinformatique 2 11
GBIO0009-A-a 30h Th, 30h Pr
GBIO0015-1 | A tourin genetic epidemiology 2 3
GBIO0015-A-a 15h Th, 15h Pr
MATHO0008-2 | Introduction au calcul des probabilitets| 1 163
a l'analyse statistique
MATHO0008-A-b 15h Th, 15h RBr
2008-2009
code Description Cycle | # students
ELENO441-1 | A tour in genetic epidemiology 2 5
ELENO0441-A-a 15h Th, 15h Pr
EPID0754-1 Introduction a I'épidémiologie génétique 7
EPID0754-A-a 20h Th, 20h Pr
GBIO0001-1 | Introduction au génie biomédical 1+2 24
GBIO0001-A-a 30h Th, 30h Pr
GBIO0009-1 | Bioinformatique 2 16
GBIO0009-A-a 30h Th, 30h Pr
GBIO0015-1 | A tourin genetic epidemiology 2 2
GBIO0015-A-a 15h Th, 15h Pr
2007-2008
code Description Cycle | # students
GBIO0001-1 | Introduction au génie biomédical 2 33
GBIO0001-A-a 30h Th, 30h Pr

Other experience in teaching

- Short course: Genome-wide association studies @eitteacher Andreas Ziegler —
University of Luebeck/Germany) — Brasil (Dec 2010).

11/72



Short course: Gene-gene and gene-environment atitara — An overview of
methods and available software, UMCG, Groningeme-Netherlands (8 May
2009)

Short course: Family-based designs in genetic sdsmt studies, UVic — Spain
(30 June, 2008).

University teacher and responsible for coursesatistics (3rd Bachelor Dentistry;
Medische Statistiek en Methodologie van Onderz@ient University, Ghent,
Belgium (2006-2008).

University teacher and responsible for Statistigahetics, Master of Statistical
Data Analysis, Ghent University, Ghent, Belgium@2&006; 2007-2008).
University teacher and/or responsible for modutestatistics (¥ Bachelor in
Mathematics; “Kansrekenen en wiskundige statisti€tient University, Ghent,
Belgium 2005-2008).

Short course: FBAT/PBAT course in Europe; Institot@iology, Lille — France
(March 30-31, 2005).

Short course: Using FBAT and PBAT to Analyze FarBgsed Association
Studies in Genetics; Harvard School of Public He@itSPH) Boston — VS
(January 24-26, 2005).

Short course: The Analysis of Family Based AssamiaStudies in Genetics;
Department of Medical Epidemiology and Biostats{iMEB) Karolinksa
Institutet, Stockholm - Sweden (March 24-26, 2004).

University teaching assignments for different meduh statistiek (Calculus for
Statistics, Multivariate Techniques, StatisticabRieg) Master of Applied
Statistics Program Hasselt University, Diepenb@&stgium (1999-2002).
Assistant for the practical training sessions indigse, lineare algebra en
analytische meetkunde”, Bachelor of Science Prog@@inent Univeristy, Ghent,
Belgium (1993-1997).

Assistant of introductory summer courses for sttglencivil engineering, fysics,
mathematics and informatics: “meetkunde en algel@aént University, Ghent,
Belgium (1992-1996).

Realization of supervised self-study and develogmédidactical tools

| have a shared responsibility in work package WP df the Global Allergy and
Asthma European Network GREN with the Charité (Germany) in particular for
the part on e-learning and e-testing. To createxéansive compendium of useful
material | worked out new goals for th8 work year of GALEN on e-learning and
e-testing and created the basis for an Instrudtideaign template to be used for
pre- and post-testing knowledge during future?G&N Allergy Schools.

A reflection of aforementioned activities is higjtited in the publication
“Education via E-testing” in GALEN News -Spreading excellence in allergy and
asthma, nr 10, devoted to “Creating excellenceudfinceducation & training”
(http://mww.GA2LEN.net//files_new/filesPublic/Pubdiion_ GA2LEN%20News10.pjif

Reference éducation:

Prof Dr J A Thas

Vakgroep Fundamentele en Computergerichte Wiskunde
Ghent University

Galglaan 2 B-9000 Ghent

e-mail: jat@cage.ugent.be
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Reference E-learning & GA2LEN:

Prof Dr T Zuberbier

Charité - Universitatsmedizin Berlin

Klinik fir Dermatologie, Venerologie und Allergolmy
Charitéplatz 1

D - 10117 Berlin

e-mail: torsten.zuberbier@charite.de

During my professional activities | have been givboth basic and specialized
courses. Self-study became increasingly imporfms explains my search for
alternative educational tools that stimulate stlftg, but simultaneously allow for fast
detection of problems and accurate interaction.

Participation in committees and working groups weéhpect to education

Collaboration set up between the University of Maelst (R Westra) and the
University of Liege concerning giving guest-lectsixgithin the corresponding
existing bioinformatics programs. Practical stadademic year 2010-2011

- Secretary of the Educational Board — Biomedicall@&wugineering (Ulg; 2008-
2009, 2009-2010)
Member of AIM, Association des Ingénieurs de Moiotef (2008 -)
Learning from data project: coordination of preatimplementation, Hasselt
university in close collaboration with Universiy Maastricht (the Netherlands)
2002

Thesis supervision

Doctorate
Jury/committee member (since 2008)

« Gaélle Marenne (CNIO, Spain; student of Nuria Makaid
Emmanuelle Génin) ; Topic : CNVs (thesis progress @mmittee
member)

- Carolien Bettens (UA, Belgium); Topic: The genetichitecture of
Alzheimer disease: in search of risk factors (jowgmber, defended 21
October 2010)

- Zhiyang Zhang (GIGA, Liege University); Topic: Mankimputation
with low-density marker panels in Holstein catfEEA jury member —
2009-2010)

«  Hugues Aschard (INSERM, France; student of Florddemenais);
Topic: Analyses multi-marqueurs et multi-phénotygass les études
génétiques des maladies multifactorielles — exemleasthme dans
'étude EGEA (jury member).

- Michel Journée (Liége University); Topic: Geometxgorithms for
component analysis with a view to gene expressata dnalysis (jury
member, defended 4 June 2009).

- Erik Quaeghebeur (Ghent University, Belgium; studdrGert de
Cooman); Topic: Learning from samples using cohdemer
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previsions — Leren uit monsters met coherente qudeisies (jury
member, defended 23 Jan 2009).

- Vincent Botta (Liege University); Prédiction duqise génétique par
apprentissage automatique supervisé dans le cadmnaadies
complexes (DEA committee member — 2007-2008)

(Co-)Promotor of doctoral students (since 2006)

- Jestinah Mahachie (Liége University); Topic: Dedhmées de
screening des associations génétiques pour dege®reomplexes et
multidimensionelle.

- Jeroen Huyghe (Antwerp University) ; Topic : Integng pathways in
genomewide analyses.

« Lizzy De Lobel (Ghent University); Topic: Alternaé methods to
detect gene-gene interactions.

- Peter Konings (Catholic University Leuven); Top&iNV analysis.

Statistical consulent of doctoral students (since0®4)

- Marie Joossens (KUL); Topic: Gut microbiota in teda to Crohn’s
disease. Doctoral thesis defended in 2010.

- Ingrid Arijs (KUL); Topic: micro-array analyses @frohn patients prior
to and after therapy. Doctoral thesis in progress.

- Marieke Pierik (KUL); Topic: Susceptibility to irdmmatory bowel
diseases and pharmacogenetic predictors of treatm&ome in the
Flemish population. Thesis defended in 2006.

- Olga Bijnens (Hasselt University); Topic: Het gekrvan cycloongas
en staalgrit bij de “in situ” immobilisatie van na@lgecontamineerde
bodems: een statistische benadering. Thesis defen@®006.

Master
Jury/committee member (since 2008)
- Sébastien Roland; Topic: Prioritisation de génespaembles d’arbres
de decision. Thesis defended in 2009-2010
- Aline Serteyn; Topic: Wearable ECG-monitor for raale epileptic
seizure detection. Thesis. defended in 2009-2010
. Stéphane Wenric; Topic: Complétion du réseau OMévl p
apprentissage automatique. Thesis defended in 2000-
- Francois Ghilain; Topic: Algorithmes de réductianabnnées
transcriptomiques temporelles. Thesis defende®@82009
(Co-)Promotor of master students

ULg TFE faculty of applied sciences (since 2008)

- Arnaud Blanjean; Topic: Random Jungle for stattgenetics. Thesis
defended in 2009-2010

UHasselt Master of Science in Biostatistics
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- Dominik Grathwohl; Topic: A Model-Based 40 to 1 Algghm in
Microarray Analysis. Thesis defended in 2002.

«  Chris Muller; Topic: The EigenApples Approach. Tisedefended in
2002.

- Mbah Alfred Kubong; Topic: Growth of Dutch PKU Ratis. Thesis
defended in 2002.

UHasselt Master of Science in Applied Statistics

- He Liang; Topic: Dealing with Discreteness: Confide Intervals for
Difference in Proportions. Thesis defended in 2002.

- Petra Goyens; Topic: Evolution and Effect of Tré&asty Acids during
Pregnancy. Thesis defended in 2002.

- Valerie Poulart; Topic: Checking for proportiona@zards assumption
in survival studies. Thesis defended in 2002.

- Maarten Borremans; Topic: The comparison of DNAusEges using a
Mahalanobis-type distance measure: a sensitividyyais? Thesis
defended in 2001.

- Nahson Sigalla; Topic: Sampling Schemes for Largadco-
supervisor). Thesis defended in 2001.

- Anthony Gichangi; Topic: Missing data in the heattterview survey
1997. Thesis defended in 2000.

c) Know-how 3: Communication and knowledge disseminabin

Dissemination of research and science

. Viainvolvement in GALEN, in particular WP 1.1

- Viaresearch activities

- Via involvement in BioScope-IT, a FlandersBio's iBformatics Service Project
to reduce the gap between Flemish biotech compémiesplement bioinformatics
applications.

Press reports of scientific research, targetingrastientific audience

« Ulg REFLEXIONS interview on "In Utero Smoke Exposund Impaired
Response to Inhaled Corticosteroids in Childrerhsrhma." Sept 2010

. “'StepGen’ nieuwe spin-off ” (Maandblad Gent Unisieit, June 2008).

«  “UGent lanceert nieuwe medische spin-off” (Trents April 2008).

“ ‘StepGen’ nieuwe spinoff van de UGent” (UGent $&&elease / Technologie
Transer, 9 April 2008).

. “Statistical method provides unprecedented loogeguetic underpinnings of
complex diseases” — appeared in Harvard Schoolibli¢®Health Press Releases,
after an interview by Christina Roache of the H3i?&éks department with Dr C
Lange and myself.

“Een massa gegevens” - appeared in Knack, Mensl&@ 3, nr 28-29, 13 - 26
July 2005. This publication was composed by D [rasion the basis of a text
proposed by myself.

Overview 3rd cycle educational training — OriergatCommunication
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Advocacy workshop on developing the basic skillsahg advocacy and
lobbying work (Miriam Stein, lobbyist with Coopenag Metropolitan Ministries)
Newton (USA) 16 May 2005.

Biotechnology project management, spring term aoorganised by the Harvard
Extension School and the Massachusetts Biotechp@ogncil, 2005
Inter-university doctoral training: Wecom — oraltbawritten scientific
communication, Hasselt University, 2002.

Interculturele Communicatietraining, Hasselt Unsigr, 6-7 September 2001.

ReferenceBiotechnology Project Management:

Lydia Harris, MGA,

Co-Chair of the Project Management Committee,
Massachusetts Biotechnology Education Foundation,
Massachusetts Biotechnology Council.

E-mail: lydia_harris@massbio.org

d) Know-how 4: Biostatistics

Research topics in biostatistics include

During and after my Master training in Biostatistit developed interst in the topics:

Coarsening

Complex data structures

Genetic epidemiology

Local influence

Missing data mechanisms and handling
Multicollinearity

Multiple testing

Multivariate dale model

Quality of life data

Statistical genetics

Overview 3rd cycle educational training - OrierbatlLife Sciences:

ICES Course bio-informatics.

Module 1: Ghent University 20 September, 3 Octamet 11 October 2001.
Module 2: Ghent University 26 September, 18 Octa@mel 25 October 2001.
Inference for mixed populations KULeuven 12-13 0OY1.

Course: Advances in population-based studies optexygenetic disorders,
Erasmus Medical Centre Rotterdam (The Netherlad@s30 March 2001.
Course on “Handling Non-response”, Southampton (WKJL9 May 2000.
Course Medical Biology, Hasselt University, Febgu2000.

Course Survey Methodology, Hasselt University, daywrebruary 2000.
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SAS course on data step programming and macragiiB. Meyvisch) EORTC
29 March - 1 April 1999.

- Course: Multivariate Statistics in Practice, Graan University (The
Netherlands) 24-27 November 1997.
Course: computerintensieve methods in statistitse(®&ironment) Hasselt
University, 1997.

References :
Prof. Dr. Andreas Ziegler
Institut fuer Medizinische Biometrie und Statistik
Universitaet zu Luebeck
Ratzeburger Allee 160
23538 Luebeck
Fon: +49 (451) 500-2780
Fax: +49 (451) 500-2999
Web.imbs-luebeck.de

Prof Dr G Molenberghs

Center for Statistics

Hasselt University

Agoralaan - building D

B- 3590 Diepenbeek

E-mail: geert.molenberghs@uhasselt.be

e) Know-how 5: Developing a culture of innovation

| was a co-founder and the scientific director @ofSME (2006-2010) that offers
service in statistics, in particular in the fieldstatistical genetics and genetic
epidemiology. Since December 2007, this SME has laeknowledged as an official
spin-off of the Ghent University. In 2008, StepGxatame an official “collaborating
centre” to the European EU funded network of Exerele GALEN.

Building upon the aforementioned expertise, lobgyactivities have started in order
to found a first-spinoff at ULg.
f) Know-how 6: Statistical genetics

Research topics in statistical genetics include

Components analysis

FBAT testing

Gene-environment interactions

Gene-gene interactions and interaction graphs
Genetic heterogeneity

Genetic imprinting

Genome-wide association analysis

Kinship and genomic background

Multifactor dimensionality reduction strategies
Multi-locus or combined group approaches

17/72



Noisy or erroneous data handling

Omics integrated analysis

Phenocopies

Population stratification

Predictive disease models

Pre-screening algorithms and approaches
Simultaneous signficicance assessment
Winner’s curse

Overview 3rd cycle educational training - Oriertati Life Sciences

Workshop: Statistical analysis of genetic dataaimifies, Leuven, Belgium, 11-15
August 2008.

- FAMHAP, Bonn, Germany, 6-7 June 2008.

- Good practice in DNA microarray analysis, Municler@any, 26-29 November

2007.

37th International training workshop on the us&efCompar Il and Bionumerics,

Sint-Martens-Latem, Belgium, 25-26 september 2006.

- S.A.G.E. course: statistical analysis for gengpicdemiology; Department of

Cardiovascular Diseases KUL, Belgium, 17-20 Jul§&0

«  SAS JMP genetics course; Department of cardiovasdigeases KUL, Belgium,

21-22 July 2006.

Erasmus Summer Program at Erasmus Medical CentterBam (The

Netherlands) 7-25 augustus 2006:

0 Genetic epidemiology of complex diseases (Cornédia Duijn — Erasmus
MC Rotterdam, The Netherlands / Bertram Muller -xNPdanck Institute
Munich, Germany).

o Introduction to genomics and bioinformatics (Comm&an Duijn — Erasmus
MC Rotterdam, The Netherlands).

o Searching genes of complex disorders (Ben Oodiiasmus MC Rotterdam,
The Netherlands, André Uitterlinden — Erasmus M@dé&dam, The
Netherlands).

- Course Bar Harbor, 9-15 October 2003 “Short coarsmathematical approaches
to the analysis of complex phenotypes” , with tepiecluding:

o Complex trait analysis (Gary Churchill, The Jackkaboratory) / Introduction
to QTL mapping in model organisms (Karl Broman,hRopkins
University).

0 A missing data perspective on QTL mapping (Saurexk Bniversity of
California, San Fransisco).

o Introduction to human genetic linkage (Josee Dygaenome Therapeutics
Corporation).

o0 Issues in contemporary human genetic analysisohgy@ maps,
bioinformatics tools, and novel statistical todigholas Schork, Univerisity
of California, San Diego).

o Experimental design for cDNA microarrays (Gary CHuilt, The Jackson
Laboratory).

o Gene expression with signature sequencing (Neabddides, The Jackson
Laboratory).

o ANOVA methods for microarray analysis (Gary Chulighihe Jackson
Laboratory) / Analysis of microarray time coursead@Christina Kendziorski,
University of Wisconsin).
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o))

o Bioinformatics resources for complex traits (Caalt, The Jackson
Laboratory).

Reference:

Prof Dr N Laird

Department of Biostatistics

655 Huntington Avenue
Building Il 4th Floor, Room 447
Boston, MA 02115

USA

e-mail: laird@hsph.harvard.edu

Prof Dr ST Weiss
http://www.channing.harvard.edu/weiss.htm
Department of Environmental Health
Channing Laboratory Room 461

181 Longwood

Boston, MA 02115

USA

e-mail: scott.weiss@channing.harvard.edu

Fundamental research at Harvard (2003-2005):

Harvard School of Public Health, department of Batstics, Boston MA, USA :

start : 05/05/2003
end: 31/05/2005
purpose : post-doctoral fellow researcher onstesil genetics

My job involved fundamental research. | was a mendb several work groups to
expand my know-how:

Computing Work Group
Environmental Statistics
Gene-environment Interactions
Psychiatric Biostatistics
Longitudinal Data Working Group
HIV Working Group

These topics still largely determine my currentwtiés as an advisor or researcher.
As an active researcher | mainly focus on genonueviamily-based association tests.
The Channing Seminar Series (organizer: Channihgizdories at Harvard Medical
School) are invaluable to translate practical pFoid into research ideas.

Know-how 7: Corporate thinking
At an international level | am establishing a netaof young European researchers,
with different backgrounds, to tackle problems tedisto gene-environment or gene-

gene interactions large-scale screening, and gsadke impact of biological and
genetic networks to disease development. It istnong belief, and the belief of those
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in the virtual network, that these type of probleras only be dealt with when gears
are shifted and when different viewpoints are meérge

Know-how 8: Project management

During my stay in the US | took the Biotechnologgjeéct Management course at the
Harvard Extension School. Whether it is a larga emall project, good management
is a determining factor for its success. The cotosaesed on identifying and
understanding responsibilities, activities and cetapces that are required for
excellent project management in a biotech envirarimiopics included: drug
development, regulatory bodies, project life cygi®up structures and leadership,
problem solving techniques, communication skill®j@ct monitoring, project closure.
During the course of my career | have had ampl@dppity to bring theory into
practice (for instance, GAEN, FP7-ICT-2009-6, FP7-HEALTH-2009-2.1.1-3).

Overview 3rd cycle educational training - Orierdati Management

FP7 competitive writing, KUL 2009

ERC grant applications, KUL 2009

EU preparatory course (http://www.e-t-i.be/eu_camsasp) 2008
Biotechnology project management, spring term eojomtly organized by the
Harvard Extension School and the Massachusette®&iablogy Council, 2005

Reference:
Prof Dr P Van Cauwenberge
Rector Ghent University
Sint-Pietersnieuwstraat 25
B-9000 Ghent
e-mail: Paul.VanCauwenberge@UGent.be
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| [11.3. Activities related to professional knowledgeacquisition (other than education)

a) Participation at international conferences and sympsia

Conference Name

Town

Country

Date

Active
Participation

International
Biometric Society
(IBS)

Floriandpolis-SC

Brasil

5-10/12/2010

Accepted
proposal for
short course

Annual Meeting of
the American
Society of Human
Genetics (ASHG)

Washington DC

USA

2-6/11/2010

Research
meetings
Vanderbilt
team / Poster

Annual Meeting of
the International
Genetics and
Epidemiology
Society (IGES)

Boston,
Massachusetts

USA

10-12/10/2010

Poster

Capita Selecta in
Complex Disease
Analysis (CSCDA)

Leuven

Belgium

25-27/08/2010

Organizer

Annual Meeting of
the Benelux
Bioinformatics
Conference (BBC)

Liege

Belgium

14-15/12/2009

Local
organizing
committee

Annual Meeting
Belgian Statistics
Society (BSS)

Lommel

Belgium

15-16/10/2009

Annual Meeting of
the European

Society of Human
Genetics (ESHG)

Vienna

Austria

23-26/05/2009

Oral

Annual Belgian-
Dutch Conference
on Machine
Learning
(BENELEARN)

Tilburg

The
Netherlands

18-19/05/2009

Chair

PHOEBE-P3G-
BBMRI Annual
meeting

Brussels

Belgium

25-27/03/2009

Invited oral

Conference of the
Eastern
Mediterranean
Region of the
International
Biometric Society

Istanbul

Turkey

10-14/05/2009

Hannover
Biometric

Hannover

Germany

17-18/03/2009

Invited oral
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Colloquium

Benelux
Bioinformatics
Conference (BBC)

Maastricht

The
Netherlands

16/12/2008

Poster

Meeting of the
UK/European
Molecular

Epidemiology
Group (MEG)

Barcelona

Spain

12/12/2008

Poster

Annual Meeting of
the American
Society of Human
Genetics (ASHG)

Philadelphia,
Pennsylvania

USA

11-15/11/2008

Poster

Annual Belgian-
Dutch Conference
on Machine
Learning
(BENELEARN)

Spa

Belgium

19-20/05/2008

Program
committee

Scientific
symposium on new
methodologies for
multi-factorial
disease genetics

Malmo

Sweden

3-4/04/2008

Invited oral

AllerGen’s 3rd
annual research
conference

Alberta

Canada

10-12/02/2008

Invited
discussant

Annual Meeting
Belgian Statistics
Society (BSS)

Antwerp

Belgium

19-20/10/2007

GAZLEN Annual
Conference

London

UK

20/04/2007

GAEN
Management
Office

World Immune
Regulation
Meeting - WIRM

Davos

Switzerland

11-15/04/2007

&N

Management
Office

GA’LEN Annual
Conference

Berlin

Germany

31/03/2006

GREN
Management
Office

Annual Hawaii
International
Conference on
statistics,
mathematics and
related fields

Honolulu

Hawaii

16-18/01/2006

Oral

Annual Meeting of
the American
Society of Human
Genetics (ASHG)

Salt Lake City,
Utah

USA

25-29/10/2005

Annual Meeting of

the International

Park City, Utah

USA

23-24/10/2005

Invited oral +
GAW (genetic
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Genetics and
Epidemiology
Society (IGES)

analysis
workshop)
papers

Eastern Mediterra-
nean Region-
International
Biometric Society
Conference (EMR-
IBS)

Corfu

Greece

10-12/05/2005

Oral

Annual Meeting of
the International
Genetics and
Epidemiology
Society (IGES)

Noordwijkerhout

The
Netherlands

11-12/09/2004

Poster

Annual Meeting of
the International
Genetics and
Epidemiology
Society (IGES)

New Orleans,
Los Angeles

USA

15-16/11/2002

Poster

Annual Meeting of
the American
Society of Human
Genetics (ASHG)

Baltimore,
Maryland

USA

15-19/10/2002

Poster

European
Mathematical and
Genetics Meeting
(EMGM)

Sheffield

UK

6-7/04/2002

Poster

Annual Meeting of
the American
Society of Human
Genetics (ASHG)

San Diego,
California

USA

12-16/10/2001

Poster

Annual Meeting of
the International
Genetics and
Epidemiology
Society (IGES)

Garmisch

Germany

2-4/09/2001

Poster

1st Dutch-Belgian
Biometric
Conference (BBC)

Centerparcs
Erperheide, Peer

Belgium

28-29/05/2001

Poster

Annual conference
of the International
Society of Clinical
Biostatistics
(ISCB)

Trento

Italy

4-8/09/2000

Oral

Annual conference
of the International
Society of Clinical
Biostatistics
(ISCB)

Heidelberg

Germany

13-17/09/199¢

)

Oral

Legend: italic = future conferences with schedydadicipation.
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b) Detailed information about scientific announcements

Announcements at international conferences andasia

Publications other than articles

Arijs 1, Quintens R, Lemaire K, Van Lommel ¥an Steen K De Hertogh
G, Van Assche G, Vermeire S, Geboes K, Schuit Fgéarts P. (2010)
Intestinal mucosal gene expression of endothetithlaclhesion molecules in
patients with inflammatory bowel disease and theaot of infliximab
therapy. Journal of Crohn’s and Colitis.

Arijs I, Quitens R, Lemaire K, Van Lommel ¥an Steen K De Hertogh G,
Van Assche G, Vermeire S, Geboes K, Schuit F, Rutgd® (2010) The
impact of infliximab therapy on intestinal mucogahe expression of
endothelial cell adhesion molecules in patient& wiflammatory bowel
disease. Gastoenterology 138 (5(Suppl I)): 677.

Arijs I, Quintens R, Lemaire K, Van Lommel ¥an Steen K De Hertogh
G, Van Assche G, Vermeire S, Geboes K, Schuit Frautdeerts P. (2010)
Intestinal mucosal expression of matrix metallopirtise and ADAM genes
in patients with inflammatory bowel disease anditheact of infliximab
therapy. Gastroenterology, 138 (5(suppl I)): 677.

Cleynen I, Mahachie John J.M, Henckaerts L, Van idexcke W, Rutgeerts
P.J,Van Steen K and Vermeire S. (2010) Molecular Reclassificatibn
Crohn’s Disease by cluster analysis of geneticavaisi Gastroenterology.
Cleynen I, Mahachie John J.M, Henckaerts L, Van idexeke W, Rutgeerts
P.J,Van Steen K and Vermeire S. (2010) Molecular Reclassificatbn
Crohn’s Disease by cluster analysis of geneticavasi. Gut

Jurgens M, Mahachie John\an Steen K Schnitzler F, Ballet V, Noman
M, Hoffman |, Van Assche GA, Rutgeerts PJ, Verm&ir@010) Kinetics of
C-reactive Protein (CRP) Following Maintenanceiknfhab Treatment in
Crohn’s disease identifies profiles of patientdwaetter outcome Journal of
Crohn’s and Caolitis.

Jirgens M, Mahachie John\an Steen K Schnitzler F, Ballet V, Noman
M, Hoffman I, Van Assche GA, Rutgeerts PJ and Veren® (2010) Kinetics
of C-reactive Protein (CRP) following maintenanegfiximab treatment in
crohn’s disease identifies profiles of patientdwetter outcome.
Gastroenterology 138 (5 (suppl 1)): 686.

Mahachie John JM, Roll S, Lau Sgdrup Carlsen KC, Carlsen KH, Kuehni
C, Spycher B, Torrent M, Sunyer J, Chen CM , Heimd, Arshad SH,
Roberts G, Gehring U, Kerkhof M, Wickman M, KullH]ler E, Bindslev-
Jensen C, Kramer U, von Berg A, WahnVan SteenK, and Keil T (2010)
Longitudinal study of European birth cohorts on @&hership up to age 10
years as a risk for childhood asthma - a GA2LENegmto- European
Respiratory journal. Supplement.

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Quintens R, Van
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&e(®009) Colonic
mucosal expression of barrier genes in patients wftammatory bowel
disease before and after first infliximab treatmdournal of Crohn’s and
Colitis 3 (2): 3.

Arijs 1, Quintens R, Van Lommel [Van Steen K De Hertogh G, Va
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Assche G, Vermeire S, Geboes K, SchuRutgeerts P (2009) The impact
infliximab therapy on colonic mucosal expressiotalfrier genes in patients
with inflammatory bowel disease. Gastroenterold@6: 1190.

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Quintens R, Van
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&ert8009) TECK and
MADCAM-1 mucosal expression in active IBD: the effef infliximab
therapy. Gastroenterology 136: 1180.

Arijs |, Lemaire K, Quintens R, Van Lommel L, RerrC,Van Steen K De
Hertogh G, Van Assche G, Vermeire S, Geboes K, iBEhirutgeerts P
(2009). The impact of infliximab therapy on intesti mucosal expression of
matrix metalloproteinase and ADAM genes in patievith inflammatory
bowel disease. Gut

Cleynen I, Van Moerkercke W, Mahachie John JM, Retts P, Van Steen K
and Vermeire S. (2009) Cluster analysis of genatr@ants enables
reclassification of Crohn’s disease at the moladehel. Gut.

Cleynen I, Mahachie John JM, Henckaerts L, Van Memke W, Rutgeerts
PJ,Van Steen K and Vermeire. S (2009). Molecular Reclassifiaatid
Crohn’s Disease by cluster analysis of geneticavasi. Gut

Cleynen I, Van Moerkercke W, Mahachie John JM, Retts PVan Steen

K and Vermeire S.(2009) Cluster analysis of geneditants enables
reclassification of Crohn’s disease at the moladedzel. Gut

De Lobel L, De Meyer H, Thijs L, Kouznetsova T, &sen Jyan Steen
K.(2009) A Family-Based Association Test to Deteen&Gene Interactions
in the Presence of Linkage. Genetic Epidemiology833771 A68.

Jirgens M, Schnitzler Man Steen K Mahachie J, Ballet V, Noman M,
Hoffman I, Van Assche G, Rutgeerts PJ, Vermeire@®9) Predictive Value
of C-Reactive Protein Level Changes On the Longni®utcome of
Infliximab in Crohn's Disease. Gastroenterology6 {8): 171.

Jirgens M, Schnitzler F, Cleynen |, Fiddenrn Steen K Mahachie J,
Ballet V, Noman M, Hoffman I, Van Assche GA, Rutgse”J, Vermeire S.
Is CRP predictive for mucosal healing in CD paseamtder infliximab
therapy? Gut

Arijs |, Lemaire K, Quintens R, Van Lommel L, LeensaP,Van Steen K

De Hertogh G, Van Assche G, Vermeire S, GeboescKuiBF, Rutgeerts P.
(2008) Gene expression of antimicrobial peptidesolionic mucosa of
patients with inflammatory bowel disease before after first infliximab
treatment. Gut 57 (Suppl. II): 102-A103.

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Ferrante M, Joossens
M, Geboes K, Van Assche GA, Vermeire S, SchuitR@geerts PJ (2008)
Mucosal gene signatures to predict response tximthb in patients with
inflammatory bowel disease. Gastroenterology 13%- 1

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Ferrante M, Joossens
M, Geboes K, Van Assche G, Vermeire S, Schuit Fg&erts P (2008)
Mucosal gene signatures to predict response tximb in patients with
inflammatory bowel disease. Journal of Crohn's @alitis Supplements 2
(2): 64.

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Quintens R, Lemaire
K, Joossens M, Schuit F, Geboes K, Van Assche @n¥iee S, Rutgeerts P.
(2008) Microarray study of mucosal antimicrobiappées in patients with
inflammatory bowel disease before and after infliab treatment. Journal of
Crohn's and Colitis Supplements February 2008):26(1

Arijs 1, Van Lommel L,Van Steen k, De Hertogh G, Quintens R, Lema
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K, Joossens M, Van Assche G, Vermeire S, Gebo&Hulit F, Rutgeerts |
(2008) Microarray study of mucosal antimicrobiapgides in patients with
inflammatory bowel disease before and after fmfliximab treatment.
Gastroenterology 134: 2043 .

Arijs 1, Quintens R, Van Lommel LYan Steen K De Hertogh G, Van
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&ert8008) Effect of
infliximab treatment on colonic mucosal gene exgias profiles in patients
with inflammatory bowel disease. Gut 57 (Suppt. AB9 .

Cleynen |, Claes B, Nuytten an Steen K Henckaerts L, Fidder H,
Noman M, Cuppens H, Lambrecht D, Rutgeerts P, Veen& (2008)
Development of psoriasiform skin lesions in IBDipats under anti-TNF
therapy: a genetic link? Abstract Book of the Aroan Society of Human
Genetics 2008, 2053W.

De Lobel L, De Meyer H, Thijs L, Kouznetsova T, &saen Jyan Steen K
(2008) A Family-based Association Test for QuatitieaTraits to Detect
Gene-Gene Interactions. Genetic Epidemiology 3B36-686

De Lobel L, De Meyer H, Baele G, Kogevinas Wan Steen K (2008)
Alternative methods to detect gene-gene interastidbstract Book of the
American Society of Human Genetics 2008, 2474F

Ferrante M, Vermeire S, Schitzler F, Noman M, Vaséhe G, Arijs |,
Joossens M, Cleynen I, Vermeulen N, Hoffmavdn Steen K Rutgeerts P.
(2008) Long-term efficacy of infliximab and colentg-free survival in
outpatients with refractory ulcerative colitis. dal of Crohn's and Colitis
Supplements 2 (1): 3.

Henckaerts L, Cleynen I, Joossens\Mn Steen K Claes K, Rutgeerts P,
Vermeire S (2008) Genetic markers and the riskoofiglicated disease
behaviour in Crohn's disease patients. Gastrodatprd 34 (4): A349.
Joossens M, De Preter Van Steen K Vermeulen N, Huys G, Verbeke K,
Vandamme P, Rutgeerts P, Vermeire S (2008) Stabiligut microbiota
over time in Crohn's disease patients compareeatity relatives.
Gastroenterology 134 (4): A653.

Joossens M, De Preter Van Steen K Vermeulen N, Huys G, Verbeke K,
Vandamme P, Rutgeerts P, Vermeire S. Stabilit¢@f Microbiota Over
Time In Crohn's Disease Patients Compared To HeRldtatives. Journal of
Crohn's and Colitis Supplements 2 (1): 94.

Van Steen K Calle M, Urrea V, Malats N (2008) FAM-MDR: Aefkible
method of multifactor dimensionality reduction fagh-order genetic
interaction detection in related individuals. AbstrBook of the American
Society of Human Genetics 2473F

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Van Assche G,
Vermeire S, Geboes K, Schuit F, Rutgeerts P.(20B&)e expression
profiling to predict the response of infliximabpatients with UC.
Gastroenterology 132(4): A-174 .

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Van Assche G,
Vermeire S, Geboes K, Schuit F, Rutgeerts P. (2Mutosal gene
expression profiling to predict the response ttximhab in patients with
ulcerative colitis. Gut 56 (Suppl. 1ll): 19 (OP-&®).

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Schuit F, Geboes K,
Van Assche G, Vermeire S, Rutgeerts P, Gene expregeofiling to predict
the response to infliximab in patients with ulcamtcolititis. Journal of
Crohn's and Colitis Supplements 1 (1): 34.

Efficace F, Bottomley ,, Coens C, Van Steen K, Conroy T, Schoffsk
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Schmoll H, Van Cutsem E, Kéhne-H (2007) Does a patient’s s-reportec
quality of life predict survival beyond key biomedi data in advanced
colorectal cancer? (Eur J Cancer. 42 (1): 42-48atém published in: Eur J
Cancer , 43 (3): 633.

Henckaerts L, VerstrekenVan Steen K Vlietinck R, Rutgeerts P, and
Vermeire S, (2007) Genetic markers and the ristoafiplicated disease
behaviour in Crohn’s disease patients. Journalroh@s and Colitis
Supplements March 2007, 1(1): 41-42).

Henckaerts L, VerstrekenVan Steen K Vlietinck R, Rutgeerts P, and
Vermeire S, (2007) Genetic markers and the ristoofplicated disease
behaviour in Crohn’s disease patients Gut

Henckaerts L, Venstreken\Yan Steen K Vlietinck R, Rutgeerts P, and
Vermeire S. (2007) Genetic markers and risk of darafed disease
behaviour in Crohn’s disease patients. Gastroeloigyo132 (4 (Suppl. 2)):
17- Al18.

Joossens M, De Preter V, Vanhoutte/an Steen K Huys G, Verbeke K,
Vandamme P, Rutgeerts P, Vermeire S (2007) Faacatrial molecular
profiles of Crohn’s disease patients differ froreithhealthy relatives and
matched healthy controls. Gut 56 (Suppl Ill): A5 .

Joossens M, Vanhoutte T, De PreteMdn Steen K Henckaerts L, Arijs |,
Huys G, Verbeke K, Vandamme P, Rutgeerts P, VemifFaecal bacterial
dgge profiles of Crohn's disease patients arerdiftefrom those of their
healthy first degree relatives and matched heaitimyrols. Gastroenterology
132 (4): 704-A704.

Joossens M, Vanhoutte T, De PreteMdn Steen K Henckaerts L, Huys G,
Verbeke K, Vandamme P, Rutgeerts P, Vermeire &qPPBaecal bacterial
dgee profiles of Crohn’s disease patients are rdiffefrom those of their
healthy first degree relatives and matched heatmyrols. Journal of Crohn's
and Colitis Supplements 1(1): 55.

Pierik M, Van Steen K Joossens M, Rutgeerts PJ, and Vermeire S (2007)
Mixed IBD families: A distinct entity within IBD. @stroenterology 132
(4(Suppl 2)): 450-A450.

Roll S, Keil T, Eller E, Bindslev-Jensen C, KraerigrChen C, von Berg A,
Smit H, Wijga A, Carlsen KL, Carlsen K, Wickman Kull I, Mommers M,
Thijs C, Forastiero F, Porta D, Fantin |, BravMgn Steen K Willich S,
Wahn U, Lau S, Heinrich J (2007) Pet ownershipighteEuropean cohorts —
results of a GA2LEN initiative. Allergy 62 (Supp):57-67.

A. Bottomley, Efficace F, Stuppe, Ran Steen K Coens C, Osoba , van Den
Bent M, Mason W, Cairncross G, Eisenhauer E, WongilRr S,

Mirimanoff R, Reni M, Taphoorn MJ. A bootstrap mobdeeraging

technique to investigate the prognostic value tovisal of quality of life
information. Qual Life Res 14 (9): 2136, 2005 (ab322).

Bottomley A, Smit E, Efficace F, Schramel F, Smi, ibaafar R, Biesma B,
Lianes P,Van Steen K Coens C, Van Meerbeeck J. (2005) Non-small cell
lung cancer and health-related quality of life (HBQ: Is baseline HRQOL

of prognostic value for survival? Qual Life Res(9% 2050 (abs. 1013)
Bottomley A, Taphoorn M, Coens C, OsobaMan Steen K Efficace F, van
Den Bent M, Baumert B, Mason W, Stupp R. (2005pRteng survival

using health related quality of life scores in glasstoma cancers: Findings
from an international phase Il randomised congblirial. Journal of Clinical
Oncology 23 (16S): 9601.

Celedon JCVan Steen k, Lange C, Raby B, Tantisira K, Silverman E
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Weiss ST. (2005) Genetic predictors of asthma ekatiens among childre
in the childhood asthma management program. AlidB@ak of the
American Society of Human Genetics 2005, 1662

Efficace F, Bottomley A, Coens @an Steen K Conroy T, Kéhne CH,
Schoffski P, Schmoll P, Van Cutsem E. On behathefEORTC
Gastrointestinal Tract Cancer Group. (May, 2005k Value of patient-
reported symptoms as prognostic factors for suhivadvanced colorectal
cancer. Journal of Clinical Oncology supplemen{I&®): 267 (abs.3585).
Efficace F, Bottomley A, Coens @an Steen K Conroy T, Schoffski P,
Schmoll H, Van Cutsem E, Kéhne CH. ( 2005). Theggpastic value of
health related quality of life in colorectal canpatients: A multivariate
analysis using a bootstrap model-averaging apprdétth Annual
Conference of the International Society for Quatity_ife Research, San
Francisco, CA (USA). Quality of Life Research 14 @137 (abs.1030).
Lange C\Van Steen K McQueen M, Herbert A, Raby B, Lyon H, DeMeo D,
Murphy A, Su J, Datta S, Rosenow C, Christman M;e8man EK, Weiss
ST. Genomic screening and replication in one dettanfamily-based
association testing. Abstract Book of the Ameri€aciety of Human
Genetics 2005, 2370

Mcqueen MB, Murphy A , Kraft P, Su J, Lazarus RirdddNM, Lange C,
Van Steen K(2005) Comparison of Linkage and Association 8ges for
Quantitative Traits using the COGA Dataset. Gelapidemiol. 29 (Suppl.
1): 1-S9.

Mcqgueen MB, Murphy A, Kraft P, Su J, Lazarus R,rddM, Lange CVan
Steen K(2005) Comparison of Linkage and Association 8gs for
Quantitative Traits using the COGA Dataset, BMC &ef (Suppl 1): 96
Murphy A, Mcqueen MB, Su J, Kraft P, Lazarus R,rddM, Lange CVan
Steen K(2005) Genomic Screening in Family Based Assamatiesting,
BMC Genet. 6 (Suppl 1): S115.

Van Steen K McQueen MB, Herbert A, Rosenow C, Silverman EHKird
NM, Weiss ST, Lange C. (2005) Genomic screenirfgmmily based
association testing and the multiple testing pnobl&enetic Epidemiology
28 164.

Efficace F, Therasse P, Piccart M, Coen¥&h Steen K Welnicka-
Jaskiewicz M, Cufer T, Lichinitser M, Shepherd lgt®mley A, (2004)
Predicting survival with health-related qualitylid& scores in locally
advanced breast cancer: results from an interratrandomized controlled
trial. Journal of Clinical Oncology 23: 31 (abs.$18

Van Steen K, McQueen MB, Herbert A, Laird NM, Rdhy.yon H, Su J,
Datta S, Rosenow C, Silverman EK, Weiss ST, Lan§2004). Genomic
screening in family based association testing. Geigpidemiology 27, 300
Al42.

Joossens S, Van Steen K, Vermeire SV, Reinisch Mgribel JF, Rutgeerts
P (2003) The value of serologic markers in indeteate colitis: A
prospective follow-up study - Reply. Gastroenteggld25: 999-1000.

Pierik M, Vermeire SYan Steen K Joosens S, Vlietinck R, Rutgeerts P
(2003) TNF-alpha receptor 1 and 2 (TNFR1 and TNRR&2ymorphisms in
IBD and their association with response to infligion Gut 52 (suppl
IV):A205.

Pierik M, Vermeire SYan Steen K EI Housni H, Deviere J, Rutgeerts P,
Franchimont D, Deficient hc-bacteria interaction in inflammatory bow
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disease (IBD): the Tc-like receptor (TLR-4 asp299gly polymorphisms
associated with Crohn’s disease (CD) and ulceraiiés (UC). Gut 2003;
52 (suppllV): A36.

Vermeire S, Esters N, Pierik M, Claessens G, JossSeVlietinck RVan
Steen K and Rutgeerts P,(2003) Transmission of CARD15DRDvariants
in families with Crohns disease. Gastroenterold@y (4(suppl 1)): A368-
368.

Bottomley A, Thomas KVan Steen K Flechtner H, Djulbegovic B (2002) A
systematic review of the use of recombinant hunrdmapoietin (r-HUEPO)
an its effects on quality of life (QOL) and fatiguecancer patients. Journal
of Clinical Oncology 21: 377a (A1504).

Jansen IVan Steen K Molenberghs G, De Wit M, Peeters M, (2002) Using
word frequencies for testing the equivalence betvie® DNA sequences.
Genetic Epidemiology 23: 287.

Van Steen K Molenberghs G, Tahri N. (2002) The multivariatal®model
and genetic associations. Supplement to The Anredioarnal of Human
Genetics;71, 577.

Van Steen K, Molenberghs G, Tahri N, (2002) Meritshed multivariate
Dale model in genetic association studies. Geigiidemiology; 23: 309.

Jansen |, Molenberghs G, Aerts M, Thijs H, Van B8t€e(2001) Analysis of
binary data from a psychiatric study: a local iefice approach. New Trends
in Statistical Modelling, s.1,2001, p. 235-242.

Thijs H, Van Steen K, Molenberghs G, De Wit M, RegtM, (2001) An
equivalence test for comparing DNA sequences, ®upght to The
American Journal of Human Genetics 2001; 69 (4). 45

Van Steen K Tahri N, Molenberghs G, (2001) Introduction oé th
multivariate Dale model in genetic association &sidSupplement to The
American Journal of Human Genetics; 69(4): 128034

Abstracts — no publication information available

Cattaert T, De Lobel Lyan Steen K(2010) Using mixed models with a
mixture of normal distributions for the random ksl effect leads to a fast
and powerful genomewide association test —25thratenal Biometric
Conference IBC2010, Florianopolis, Brasil.
Cattaert T, Mahachie John JM, Van LishouVen Steen K(2010)
Alternative risk cell definitions based on rankingprove performance of
model-based multifactor dimensionality reductionédpistasis detection —
IGES 2010
Cattaert T, Mahachie John JM, Van LishouVen Steen K(2010)
Alternative risk cell definitions based on rankingprove performance of
Model-Based Multifactor Dimensionality Reductiorr fpistasis detection —
First edition of Capita Selecta in Complex DiseAsalysis CSCDA2010
Cattaert T, Calle ML, Dudek SM, Mahachie John JMn\Lishout F, Urrea
V, Ritchie MD,Van Steen K(2010) A detailed view on several Model-
Based Multifactor Dimensionality Reduction methdaisdetecting gene-
gene interactions in case-control data in the alesand presence of noise —
ECCB 2010, Ghent , Belgium

- Cleynen I, Mahachie John JM, Henckaerts L, Van Merke W, Rutgeerts
P,Van Steen k, Vermeire S (2010) Molecular reclassification abkn’s
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disease by cluster analysis of genetic vari-First edition of Capita Selec
in Complex Disease Analysis CSCDA2010

De Lobel L, Thijs L, Kouznetsova T, StaesseWahn Steen K(2010) A
Family-based Association Test to Detect Gene-Getegdctions in the
Presence of Linkage —First edition of Capita Selé@ctiComplex Disease
Analysis CSCDA2010

De Lobel L, Thijs L, Kouznetsova T, StaessenVan Steen K(2010) A
Family-Based Association Test to Detect Gene-Gaterdctions in the
Presence of Linkage —25th International Biometronférence 1BC2010,
Florianopolis, Brasil.

Huyghe JR, Van Camp &an Steen K(2010) Elucidating the Molecular
Etiology of Asthma using Genome-Wide AssociationdytPathway
Analysis. —First edition of Capita Selecta in CoexpDisease Analysis —First
edition of Capita Selecta in Complex Disease AnalSCDA2010
Mahachie John JM, Cattaert T, Van LishouvVBn Steen K(2010) Model-
Based Multifactor Dimensionality Reduction to detegistasis for
guantitative traits in the presence of error-free aoisy data — IGES 2010
Mahachie John JM, Cattaert T, Van LishouvVBan Steen K(2010) A
detailed view on model-based multifactor dimensiibypeeduction with
guantitative traits for detecting gene-gene intioas: different ways of
adjusting for lower-order effects —25th InternatibBiometric Conference
IBC2010, Florianopolis, Brasil.

Mahachie John JM, Cattaert T, Van LishouvVBan Steen K(2010) A
detailed view on model-based multifactor dimensiibypeeduction with
guantitative traits for detecting gene-gene intioas: different ways of
adjusting for lower-order effects. —First editidnCGapita Selecta in Complex
Disease Analysis CSCDA2010

Mahachie John JM, Roll S, Lau S, Lodrup Carlsen €&lsen KH, Kuehni
C, Spycher B, Torrent M, Sunyer J, Chen CM, Hemd¢cArshad SH,
Roberts G, Wijga AH, Kerkhof M, Wickman M, Kull Eller E, Kramer U,
von Berg A, Wahn UYan Steen K Keil T (2010) Longitudinal study of
European birth cohorts on pet ownership up to &ygears as a risk for
childhood asthma - a GA2LEN project, ERS, Barcel@ain

Savenije OEM, Mahachie John JM, Kerkhof M, Postn&a \2an Steen K&
Koppelman GH (2010) Genetic epistasis in the IL1RRihway and
wheezing phenotypes: multinomial MB-MDR analysesstredition of
Capita Selecta in Complex Disease Analysis CSCDA2Q&sponsible
author).

Cattaert T, Urrea V, Calle ML, De Wit V, Mahachehih JM,Van Steen K
(2009) Unified framework for epistasis detectior{(un)-relateds — 5th
conference of the Eastern Mediterranean Regioheofriternation Biometric
Society IBS 2009

Cattaert T, Mahachie John JM, Van Steen K (2008ecing multiple
epistatic models using MB-MDR. Abstract Book of #wenual meeting of
the American Society of Human Genetics 2009,1848

De Wit V, Vermeirssen V, Huyghe J, Van de Pee¥an Steen K(2009)
Epistasis detection using MB-MDR, guided by prialbgical knowledge —
IGES 2009

Perez-Alvarez N, Konings Rjan Steen K Nadia T. (2008) Analysis of an

outcome beyond a detection limit: Application to/HRNA data — IBC 2008
Van Der Gucht B, Kaings P, Rooms J, Van Wanzeele F, Pelgro
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Verhofstede CVan Steen K, Blot S, Vandekerckhove L, Vogelaers

regimens: a tool for benchmarking quality of HI\f&a — AIDS 2008

Kogevinas M, Castro-Giner F, de Cid R, Jarvis/An Steen K Anto J-M,
Wijst M and the ECRHS study group. (2007) Replicatb positionally
cloned asthma genes in an international populdissed cohort study
(ECRHS-II). — ERS 2007, Stockholm, Sweden, 17-1&waber 2007.
Willemarck N, Van Poucke MWan Steen K Maes S, Van Zeveren A,
Peelman LJ, (2007) PRNP polymorphisms associatdtdRRNP mRNA
expression in blood in Belgian sheep populatioRrien 2007 congress
Edinburgh, 26 - 28th September 2007.

Selection of oral presentations at internationahf@ences in life sciences — as
first author; title of abstract corresponds to ¢itbf presentation

Unified framework for epistasis detection in (utgteds, ESHG 2009,
Vienna, Austria

Explaining genetic heritability by interaction aysis? PHOEBE-P3G-
BBMRI conference, Brussels, Belgium, 2009, - indite

Some perspectives on family-based GWAs, 55. Biooild§uium 2009,
Hannover, Germany, 2009 - invited

Perspectives on genomewide association screenihg iinght of epistasis,
Scientific Symposium--New methodology for multi-fagal disease
genetics, Malmo, Sweden, 2008 - invited

Genomic screening in family based associationrtgsising the same data set
and the multiple testing problem, 5th annual Hawdaeérnational conference
on statistics, mathematics and related fields, HdapHawaii, USA, 2006.
Genomic screening in family based associationrtigsising the same data set
and the multiple testing problem, 14th annual nmgetif IGES, Park City,
USA, 2005.

Genomic screening in family based associationrtgstnd the multiple
testing problem, 3rd EMR-IBS conference, Greec8520

Multicollinearity in prognostic factor analyses nigithe EORTC QLQ-C30:
Identification and impact on model selection ISC®AQ, Italy, 2000.
Sensitivity Analysis of Longitudinal Binary Qualitf Life Data with
Dropout: An example using the EORTC QLQ-C30; ISGBIDS 99,
Germany, 1999.

Selection of poster presentations at internaticraaiferences in life sciences — as
first author or responsible author; title of absttacorresponds to title of
presentation

Using mixed models with a mixture of normal distttions for the random
residual effect leads to a fast and powerful gemneithe association test, IBC,
Florianopolis, Brasil, 2010 (responsible author)

A detailed view on model-based multifactor dimensiity reduction with
guantitative traits for detecting gene-gene intioas: different ways of
adjusting for lower-order effects, IBC, FlorianogoBrasil, 2010
(responsible author)

Model-Based Multifactor Dimensionality Reduction for deteg gen-gene
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interactions in ca-control data in the absence and presence of fd&d(,
Washington, USA, 2010

- Eelucidating the molecular etiology of asthma ugiegome-wide association
study pathway analysis, ASHG, Washington , USA,@Q&sponsible
author)

Model-Based Multifactor Dimensionality Reductior fitetecting gene-gene
interactions in case-control data in the absendgiagsence of noise, IGES,
Boston, USA, 2010

- Model-Based Multifactor Dimensionality Reductiondetect epistasis for
guantitative traits in the presence of error-free aoisy data , IGES, Boston,
USA, 2010 (responsible author)

Alternative risk cell definitions based on rankingprove performance of
model-based multifactor dimensionality reductiondpistasis detection,
IGES, Boston, USA, 2010 (responsible author)

- A detailed view on several Model-Based Multifadiomensionality
Reduction methods for detecting gene-gene intenagin case-control data
in the absence and presence of noise, ECCB, GBelgiium, 2010
(responsible author)

Model-Based Multifactor Dimensionality Reductiondetect epistasis for
guantitative traits in the presence of error-fred noisy data, ECCB, Ghent,
Belgium, 2010 (responsible author)

- A family-based association test to detect gene-g@peactions in the
presence of linkage (responsible author) IGES, Ha®2@09
Epistasis detection using MB-MDR, guided by prialbgical knowledge
(responsible author) IGES, Hawaii, 2009

- Selecting multiple epistatic models using MB-MDRgponsible author).
ASHG Annual Meeting, Hawaii, 2009

«  FAM-MDR: a novel multifactor dimensionality reduati method for
interactions. UK-MEG2008, Barcelona, Spain, 2008.

MB-MDR based screening to detect high-order geneteractions in (un-)
related individuals. BBC2008, Maastricht, the Neldneds, 2008.

- FAM-MDR: A flexible method of multifactor dimensiaiity reduction for
high-order genetic interaction in related individjgASHG Annual Meeting,
USA, 2008
Genomic screening methodology for common diseasgsamplex traits,
accepted poster at the Third Seattle Symposiumasta&tistics — statistical
genetics and genomics, Washington, USA, 2005.

« Genomic screening in family-based associationngstGES Annual
Meeting, the Netherlands, 2004.

« The Multivariate Dale Model and Genetic AssociasioASHG Annual
Meeting, USA, 2002.

Merits of the Multivariate Dale Model in Genetic #exiation Studies, IGES
Annual Meeting, USA, 2002.

« Merits of the multivariate Dale model in genetis@sation studies, EMGM,
UK, 2002.

« Introduction of the Multivariate Dale Model in GeiteAssociation Studies,
ASHG Annual Meeting, USA, 2001.

Announcements at other international and natisoigntific events

Publications other than articles
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Arijs 1, Quintens R, Lemaire K, Van Lommel Van Steen k, De Hertogt
G, Van Assche G, Vermeire S, Geboes K, Schuit Fgéauts P (2010).
Intestinal mucosal gene expression of endothedithlaclhesion molecules in
patients with inflammatory bowel disease before afiek first infliximab
treatment. Acta Gastro-Enterologica Belgica

Cleynen I, Mahachie John J.M, Henckaerts L, Van idexcke W, Rutgeerts
PJ,Van Steen K and Vermeire S (2010). Molecular Reclassificatbn
Crohn’s Disease by cluster analysis of geneticaveisi Acta Gastro-
Enterologica Belgica

Arijs I, Van Lommel L, Van Steen K, De Hertogh Gui@tens R, Van
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&e(®009) Colonic
mucosal expression of barrier genes in patients wftammatory bowel
disease before and after first infliximab treatmémta Gastro-Enterologica
Belgica.

Arijs I, Quintens R, Van Lommel LiYan Steen K De Hertogh G, Van
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&ert8009) The impact
of infliximab therapy on colonic mucosal expressofibarrier genes in
patients with inflammatory bowel disease. Acta Gaginterologica Belgica
Jurgens M, Schnitzler Man Steen K Mahachie J, Ballet V, Noman M,
Hoffman I, Van Assche G, Rutgeerts PJ, Vermeir2d(®9). Predictive Value
of C-Reactive Protein Level Changes On the Longni®utcome of
Infliximab in Crohn's Disease. Acta Gastro-Entegida Belgica D17

Arijs I, Van Lommel L,Van Steen K De Hertogh G, Ferrante M, Joossens
M, Van Assche G, Vermeire S, Geboes K, Schuit Fg&erts P. (2008)
Mucosal gene signatures to predict response tximb in patients with
inflammatory bowel disease. Acta Gastro-Enteroladdelgica, 71. D33

M Joossens, V De Pretét,Van Steen N Vermeulen, G Huys, K Verbeke, P
Vandamme, P Rutgeerts, S Vermeire.( 2008) Long &tatnility of gut
microbiota in Crohn’s disease patients compardtetithy relatives. Acta
Gastroenterol Bel, 71: D73

Joossens M, Vanhoutte T, De PreteMdn Steen K Henckaerts L, Huys G,
Verbeke K, Vandamme P, Rutgeerts P, Vermeire S7RGaecal bacterial
DGGE profiles of Crohn’s disease patients are bfiefrom those of their
healthy first degree relatives and matched heaitmyrols. Acta
Gastroenterol. Bel,

Abstracts — no publication information available

Arijs I, Quintens R, Van Lommel LiYan Steen K De Hertogh G, Van
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&ert8009) TECK and
MADCAM-1 mucosal expression in active IBD: the effef infliximab
therapy - submitted for the National Cross-Discigty symposium on
Immune Mediated Inflammatory Diseases 2009.

Arijs I, Quintens R, Van Lommel LVan Steen K De Hertogh G, Van
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&er2009) TECK and
MADCAM-1 mucosal expression in active IBD: the effef infliximab
therapy. Accepted for oral presentation at the dvati Cross-Disciplinary
symposium on Immune Mediated Inflammatory DiseaBes;e La Hulpe,
March 13 - 14, 2009.

Cattaert T,Mahachie John JNVDe Wit V, Van Steen k (2009 Selecting
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multiple epistatic models using -MDR -BVS 200¢

Cattaert T, Mahachie John JMan Steen K(2009). Selecting multiple
epistatic models using MB-MDR — submitted for BBQ02

Cattaert T, Mahachie John JM, Van Steen K (2008ecing multiple
epistatic models using MB-MDR — submitted for DYSQ@D9

Cattaert Tom, Urrea Victor, Calle Malu, De Wit Vasa, Malats Nurid/an
Steen Kristel (2008) FAM-MDR: A method for genetic associatidndies
with epistasis using families -DYSCO 2008

De Lobel L,Van Steen K De Meyer H, (2007) Alternative methods to
detect gene-gene interactions — 15th Annual meefitige Belgian Statistical
Society (BVS) Antwerp, 19-20 October 2007.

Wark PA, Souverein OWY/an Steen K Van T Veer P, (2002) Onderzoeken
van etiologische heterogeniteit van kanker met lpetan multinomiale
logistische regressie. In: WEON (Werkgroep Epiddagisch Onderzoek
Nederland) 2002, Nijmegen, s.l.

Selection of oral presentations in life sciencés;df abstract corresponds to
title of presentation

Perspectives on Large-Scale Multi-Stage Family-Basssociation Studies,
UMCG Seminar Series May, Groningen, the Netherladd%0 - invited
From data to statistical analysis: Explaining genleéritability by interaction
analysis, INSERM, Paris, France, 2009 - invited

Multifactor dimensionality reduction methods: copiwith epistasis,
Montefiore seminar series (joint presentation wWittm Cattaert) ULg, Liege,
Belgium, 2009 - invited

Interaction analysis in the context of GWAs, UMCeén8nar Series May,
Groningen, the Netherlands, 2009 - invited

Screening strategies to detect genetic interacaodssubphenotypes in
(un)-related individuals, University Hospital Gheltedical Genetics, Ghent,
Belgium, 2009 - invited

MB-MDR based screening strategies to detect higlerogenetic interactions
in (un)-related individuals, Institut fir Medizimise Biometrie und Statistik,
Universitaet zu Liubeck, Libeck, Germany, 2009 #ted

MB-MDR based screening strategies to detect higlerogenetic interactions
in (un)-related individuals, University of Nantd3ll( seminar series) Nantes,
France, 2008 - invited

The challenges of detecting epistatic patternsmognic association studies,
Klinikum Grosshadern, Germany, 2008 - invited

MB-MDR based screening strategies to detect higlerogenetic

interactions in (un-)related individuals, InstituieEpidemiology - Helmholtz
Zentrum Minchen (German Research Center for Enwiesrtal Health,
Neuherberg) Germany, 2008 - invited

FAM-MDR, a novel screening method to detect epistasgenetic
association studies (Bio-Informatique Ligérienn@nkés, France, 2008 -
invited

MB-MDR based screening strategies to detect higlerogenetic interactions
in (un-)related individual, Imperial College, London, UK, 20 - invited
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MB-MDR based screening to detect I-order genetic interaction in (-
)related

individuals, BBC 2008, Maastricht, the Netherlar2l308 - invited

MB-MDR based screening strategies to detect higlerogenetic interactions
in (un-)related individuals, NCIO, Madrid, Spaif(8B - invited

MB-MDR based screening strategies to detect higlerogenetic interactions
in (un-)related individuals, Helmholtz Zentrum Minen, Munich, Germany,
2008 - invited

Unravelling the mysteries of genetic interactions

— The semi-parametric way? —, ERS-GA2len Reseaechinar : "Post
Genome Respiratory Epidemiology Il: An Interdisgigry Challenge”,
Cernay, France, 2008 - invited

Statistical Challenges in Genomewide Associatioalgsis, ERS-GA2len
Research Seminar : "Post Genome Respiratory Epadegyi [I: An
Interdisciplinary Challenge”, Cernay, France, 20@&ited

FAM-MDR: A family-based multifactor dimensionalitgduction technique
to detect gene-gene interactions, Harvard SchoBlbfic Health, Boston,
USA - invited

Detecting high-order interactions — the semi-patamway?, Universitat
Politecnica de Catalunya (UPC) Barcelona, Spai820nvited

Statistical challenges in genomewide associati@hyars, Universitat de Vic,
Vic, Spain, 2008 - invited

A statistical genetics research club ..., VIB Tecloggl Park Ghent, Ghent,
Belgium, 2008 - invited

Power in statistical genetics and statistical $igance; Part Il: Evaluating
power in genomewide association studies, ComplexeGes Meeting
Seminar — Statistical Genetics Research Club, Uztlsgsberg, Leuven,
Belgium, 2008 - invited

Power in statistical genetics and statistical $igance; Part I: What it
involves and does not involve (Peter Konings anidtErVVan Steen)
Complex Genetics Meeting Seminar — Statistical @es®esearch Club, UZ
Gasthuisberg, Leuven, Belgium, 2008 - invited

Statistical perspective on genomewide screeningk-éff Meeting -
Statistical Genetics Research Club, Montefiore, JUligge, Belgium, 2008 -
invited

True or false — when the number of SNPs grows, Nstelr University,
Hamilton, USA, 2008 - invited

Invitation by Prof Dr Judah Denburg to attend ABen’s 3rd annual research
conference in Alberta Canada — discussant panelmeas former GA2LEN
affiliate and scientific collaborator with birth lsorts work package, 2008. -
invited

Unravelling the mysteries of genetic interactiors statistical challenge,
Liege, Belgium, 2007 - invited

Unravelling the mysteries of genetic interactiors statistical perspective
(Invited Speaker) Lausanne, Switzerland, 2007 ieav

Are we ready for genomewide association analysisaliy of Life Unit
Mediterranean Institute of Hematology (IME) (Indt8peaker) Rome, Italy,
2007. - invited

Genomic Complex, simplex, complexity and simpligitystatistical genetics
(Invited speaker) Oncologisch Zorgprogramma UZ Gliiewvited Speaker)
UZ Ghent, Belgium, 2007 - invited

Perspectives on genomic association screeningeth@eminar, UCL,
Louvain-la-Neuve, Belgium, 200 - invited
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Are we ready? Invited Speaker, UMC, Utrecht, Théhlddands, 20C -
invited

Perspectives on genomic screening,Invited SemiE@BAT - KUL, Leuven,
Belgium, 2007. - invited

Statistical Consulting for the Clinic (Provisiortdle; Invited Speaker) UZ
Ghent Biostatistics Workshop, Ghent, Belgium, 200rvited

Topics in Genetic Association Analysis (Invited Sker) UCL, Belgium,
2007.

When the number of SNPs grows too large, UnivdrBitditecnica de
Catalunya (UPC) Barcelona, Spain, 2006. - invited

When the number of SNPs grows, part Il, SeminaieSen Complex
Genetics, University Hospital Gasthuisberg Leugsigium, 2006. - invited
When the number of SNPs grows, part |, SeminaeSem Complex
Genetics, University Hospital Gasthuisberg LeuBgigium, 2006. - invited
Genomewide association screening using family-basedciation tests,
Seminar at the faculty of Medicine at UZ Gasthuigh@&fdeling Hypertensie
en Cardiovascularie Revalidatie) Leuven, Belgiuf0 - invited

Genomic screening methodology for common diseasg@€amplex traits,
Organon, Oss, the Netherlands, 2006. - invited

Perspective on genomic screening in families, éd/eminar, ESAT - KUL,
Leuven, Belgium, 2006. - invited

Genomic Screening in Family Based Association Tigatising the same
Data, Invited research stay with talk at the InggitMunicipal d’Investigacio
Medica (IMIM) Barcelona, Spain, 2006. - invited

Genomic screening in family based associationrtigsising the same data set
and the multiple testing problem, IAP Workshop V“Btexible statistical
analysis adapted to complex data structures”, U®©uyain-la-Neuve,
Belgium, 2006. - invited

Genomic screening in family based associationrtigsising the same data set
and the multiple testing problem, Seminars in ecogtoics and statistics
(invited speaker) Faculty of econometrics and agpéiconomics, University
Center for Statistics, KULeuven, Leuven, Belgiui0@. - invited

Key concepts in genetic epidemiology, Seminaridemiology and clinical
trials (invited speaker) Working group on epideragy and center for
clinical pharmacology, UZ St Rafael, Leuven, Beigjl2006. - invited
Genomic screening methodology for common diseasg@€amplex traits,
CMGG Invited Seminars, University Hospital Ghengldgum, 2006. -
invited

Genomic screening methodology for common diseasg@€amplex traits,
Seminar Series on Complex Genetics (Invited Spégdkepartment of
Psychiatry, University Hospital Gasthuisberg Leuyv@elgium, 2006. -
invited

Genomic screening in family based association sgjdthanning Laboratory
FBAT seminar series, Harvard Medical School, US04 - invited
Genomic screening in family based associationrtgstsing PBAT, Invited
talk at the department of molecular genetics (Udanized by VIB-UA,
Belgium, 2004. - invited

Exhaustive allelic transmission disequilibrium selsésed on TDT, Channing
Laboratory FBAT seminar series, Harvard Medicald&thUSA, 2004.
Statistical methods in psychiatric genetics, Pytciudiostatistics Seminar
Series, Harvard School of Public Health, USA, 2008vited

Comparing DNA sequences using generalized estighatjuations and
pseud-likelihood, Hasselt Universit Seminar Series, Belgium, 02. -
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invited

« Genetic associations using the multivariate Daleehd Country Corner
(3CC) Meeting, Belgium, 2002.

- The multivariate Dale model and genetic associati@Qihanning Laboratory
FBAT seminar series, Harvard Medical School, USBQ2 - invited
The multivariate Dale model and genetic associatiomvited talk at
Department of Epidemiology, Harvard School of Publealth, USA, 2002. -
invited

« Anintroduction into the genetic vocabulary (Pa#t)IResearch forum
Hasselt University, Belgium, 2001.
The omnipresence of missingness in statistical tjemdRresearch forum
Hasselt University- tUL, Belgium, 2001. - invited
Multiple imputation in practice, Research forum bk University, Belgium,
2000. - invited

- Analyzing longitudinal quality of life data with dpout; a macro oriented
approach (Part 1-4) EORTC Seminar Series, Belghg9. - invited
Estimation of genetic distances using statisticstatice measures, University
of Newcastle - school of mathematics and statistit§ 1998. — invited

Selection of poster presentations in life sciereas first or responsible author;
title of abstract corresponds to title of preserdat

- Selecting multiple epistatic models using MB-MDRgponsible author).
BVS annual meeting, Lommel, Belgium, 2009
The omnipresence of missingness in statistical tete an equivalence test
to compare DNA sequences, 1st Dutch-Belgian Biom&onference
(BBC2001) Belgium, 2001.
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c) Scientific networking

To Montefiore (ULQ) invited quests

Speaker Affiliation | Date Location Description
Conference www.statgen.be 25- Leuven City | 1st Edition of biennial Conference argad
with short 27/08/2010 by ULg, in collaboration with 1 extra
course : university in Wallonia and 2 universities in
Capita Selecta Flanders
in Complex
Disease
Analysis
(CSCDA2010)
Rudy Parker Golden 24/08/2010| ULg/ GIGA Golden Helix features for CNV GWAS an(
Helix, Inc, Imputation efforts
USA
P Konings ESAT, 28/05/2010| ULg Fast computing in R and beyond
Leuven,
Belgium
K Van Steen Montefiore] 12/05/2009| KUL Evaluation of the Statistical Geosti
ULg, Research Club : Research and Discussiol
Belgium Meeting
B Muller- Max- 02/07/2009| ULg Novel techniques in statistical dgaxse
Myhsok Planck-
Institute of
Psychiatry,
Munich,
Germany
Y Aulchencko Erasmus | 23/03/2009| ULg Pedigree-based association testing
MC
Rotterdam,
Rotterdam,
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Netherlands
A Ziegler Universitaet 21/11/2008| ULg Gene-gene and gene-environment
zu Luebeck, interactions
Luebeck,
Germany
L-C Tranchevent ESAT, 18/11/2008| ULg Gene prioritization
KUL,
Leuven, (includes session with bioinformatics
Belgium students ULg about the software
ENDEAVOUR)
Conference wit | www.statgen.be 15- ULg Co-organized by K Van Steen (Montefiore
h short course: 18/09/2008 and G Haesbroeck (Département de
Statistics in mathématique / Statistique mathématiqu
Genetics Subsides aux écoles doctorales thématiq
(département des Sciences de la Vie ;
département des sciences biomédicales &
précliniques ; département d’astrophys,
géophysique et océanographie ; départen
des sciences de la santé)
G de Cooman SYSTeMS| 12 /08/200 | ULg Trying to be more honest about probabilig
Research |8 modelling : a case study involving Markov|
Group, UG, chains
Ghent,
Belgium
H Van Pure 18/04/2008| ULg From real estate denomination t@ pur
Maldeghem mathematic mathematics and back to real life
s and
computer
science,
UG, Ghent,
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Belgium

Kick-off
Meeting
Statistical
Genetics
Research Club
(www.statgen.b
e)

K Van Steen
(Montefiore) and
G Haesbroeck
(Département de
mathématique /
Statistique
mathématique)

08/04/2008

ULg

Setting goals and aims

This research club aims to bring together
people from different backgrounds, within
Life Sciences, so as to stimulate discussiq
and provide a nutrient pool for growing

novel and cutting-edge ideas in the field of

statistical genetics.

Achieving the goals

* Dby organizing introductory sessions to
establish a common language

* Dby hosting seminars with state-to-the-a
approaches

* by reading, presenting and discussing
key papers, from conception of ideas t
current common practice, to "grow" int
a problem area

Club House

» Institut Montefiore / Bioinformatique (a
ULQ)

= Services de Statistique de I'Institut de

NS

art

O O

Mathématique (at ULQ)

See alsg§Competence:Networks”
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d) Participation to scientific groups or organizations

Membership of scientific organizations

Member of the International Biometrics Society ()BS

Elected board member of the Belgian Statisticai@p¢SBS-BVS) (since 2007)
Ambassador for Belgium & member of the Internatiddanetic Epidemiology
Society (IGES)

Member of the American Society of Human GeneticSH&)

Member of the Statistical Modeling Society (SMS)

Member of the European Society of Human Geneti&HE)

Participation in committees with respect to researc

In 2010

IGES ambassador for Belgium

Elected board member of the Belgian Statisticai€ipc

Programme committee of ISMB2010

FWO interdisciplinary expert panel (since 1 Jan®01

Organising committee: short course and mini-comfeedn Liege “Capital
selecta in complex disease analysis”

Participation in the Spanish Biostatical Networkogportunity given by the
Spanish Ministry of Science and Innovation.

Participation in the Harvard alumni scientific netk.

Participation in the Statistical Analysis Grouptioé International Genetics IBD
Consortium

Initiator of the Statistical Genetics Research Clubich aims to bring together
people from different backgrounds, within Life Swes, so as to stimulate
discussions and provide a nutrient pool for grownogel and cutting-edge ideas
in the field if statistical genetics and beyond.

Scientific committee of 18the Annual Meeting of Belgian Statistical Society
(BSS)

In 2009

IGES ambassador for Belgium

Elected board member of the Belgian Statisticai€dpc

FRIA jury mathematics (2009)

Organising committee: BBC09

Programme committee and chair 18th annual BelgiatcibConference on
Machine Learning: BENELEARN 2009

Organising committee: BBC09

In 2008

IGES ambassador for Belgium

Elected board member of the Belgian Statisticai€dpc

Organising committee: short course and mini-comfeedan Liege “Aspects in
statistical genetics” (2008)
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. Committee member of ‘commission charge par la R&aiexaminer les
candidatures a un poste académique dans la doaesnaéthodes
computationnelles pour la biologie systémique’

- Programme committees:

- Second International Workshop on Machine Learnm8ystems Biology,
MLSBO08, Brussels (Belgium)

- ECCBO08, Cagliari — Sardinia (Italy)

- 17th annual Belgian-Dutch Conference on Machinarieg: BENELEARN
2008, Spa (Belgium)

- Steering committee member: ERBM workshop (Electrétecognition of Bio-
Molecules) Liege, Belgium

Prior to 2008 (selection)

- Elected board member of the Belgian Statisticai&p¢since 2007)

- SBS/BVS Meeting 2002 — member of the scientific oottee

- Member of the user committee for the project: “Hietechnologisch
potentieel in Belgium” (2000-2003) - DWTC (federdiensten
wetenschapsbeleid) / IWT.

Ongoing participation in task forces or follow-ug@tings with respect to research

- Member of the Interuniversity Attraction Pole (IAHPhase VI/4): BioMAGNet
on Bioinformatics and Modelling — from Genomes tetiorks (2008-)

- Member of the IST Programme of the European Comtyumnder the
PASCALZ2 Network of Excellence Pattern Analysis,tiStecal Modelling and
Computational Learning, IST-2007-216886 (2008-)

- Member of the Interuniversity Attraction Pole (IAHPhase VI): Statistical
analysis of association and dependence in complax(@007)

- Member of the Interuniversity Attraction Pole (IAHPhase V): Statistical
analysis of association and dependence in compalex(@006)
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e) Obtained grants / scientific contracts

Obtained or under submission

Year of Type Title / Description Function Funding Status
Submission
2010 FNRS projet de | Random Rotations in the Promotor Post-doc and Pending
recherche 1 Epistatic Jungle functioning
2010 FNRS projet de | Integrated complex traits Promotor Post-doc and Pending
recherche 2 epistasis kit functioning
2010 FP7-ICT-2009-6 | VIP: Virtual Intensive care Partner Staff and Pending
Patient (representing| functioning
ULg)
Promotor:
Jan Ramon,
KUL,
Leuven,
Belgium)
2010 Mandat de post- | Associations génétique des | Group Leader Post-doc Accepted
doctorat a 'ULg | taux d’IgE dans des
pour chercheur | échantillons de populations et
étranger de familles mis en commun.
2010 WTCCC Development and application Promotor None: free and | Accepted
of multi-locus methods, and unlimited data
gene-gene and gene- access, within the
environment interaction existing contract
strategies, to detect multiple
causal variants for a variety of
complex phenotypes.
2010 dbGap #5925-1 POPRES: Population Promotor Nogeand Accepted
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Reference Sample
Partipant sets: General
Research Use (GRU)
Data sets

Participant sets

unlimited data
access, within the
existing contract

2010 dbGap #5926-1 | A Genome Wide Scan of LungPromotor None: free and | Accepted
Cancer and Smoking unlimited data
Participant sets: Cancer and access, within the
other diseases in adults only existing contract
(PLCO)
2010 dbGap #5927-1 | Pancreatic Cancer Cohort Promotor None: free and | Accepted
Consortium (PanScan) unlimited data
Participant sets: Research access
related to adult disedases and
methods (CADM)
2010 FWO Role of copy number and SN Co-promotor | KUL staff Pending
onderzoeksprojedtvariation in human physical member under m)
fitness (Promotor: supervision
Greet Van
Den Berghe,
uz
Gasthuisberg
Leuven,
Belgium)
2010 FWO Disturbances in energy Co-promotor | KUL staff Pending
onderzoeksprojegt metabolism and the control of member under my
inflammatory responses in (Promotor: supervision
critical illness: role of genetic | Martine
predisposition Thomis,
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KUL,

Leuven,
Belgium)
2010 FWO Epidemiological, Co-promotor | UA staff member | Pending
onderzoeksprojegtimmunological, under my
pneumological, and genetic | (Promotor: supervision
valorisation of a birth cohort | Joost Weyler,
on asthma and allergy in UA,
Flanders (PIPO) Antwerp,
Belgium)
2009 ARC2010 Strategies with medical Promotor 1 250 000 EURQ Pending
applications for the
identification of gene-gene and
gene-environment interactions
and multiple causal variants
with complex phenotypes.
2009 dbGap #4361-1 SNP Health Association Promotor None: free and | Accepted
Resource (SHaRe) Asthma unlimited data
Resource Project (SHARP) access, within the (#4361-2 to extend the
Asthma-Related Research existing contract | contract to additional
members of Montefiore
and GIGA-R: accepted
2007 Crédit de Association génétique des tauxPrincipal 88 000 EURO Accepted
démarrage d’IgE spécifiques totaux et Investigator
R.CFRA.0141 sériques dans des échantillons
de populations caucasiennes |et
de familles mis en commun
2007 Beques de recer¢&trategies for the identification Host 2 250 EURO/ Accepted
per a of genetic variability Institute: month (Only 3 out of 4 months
professors/res i | associated with complex University of were taken up, in order
investigadors/res | phenotypes. Vic, Spain to be able to fullfill the
visitants a new commitments

D
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catalunya (piv

made at ULQ)

2007) - nam.

expedient: 2007

piv 10018

2007 FWO Development of prevalence | Co-promotor | 2008: 27000 Accepted

onderzoeksprojegtand determinants of asthma, EURO

G.0.410.08.N.10 | COPD and allergies among | (Promotor: 2009: 22000
adults in Flanders ; a follow-upJoost Weyler, EURO
study of the European UA, 2010: 22000
Community Respiratory HealthAntwerp, EURO
Survey (ECRHS) Belgium) 2011: 10000

EURO
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Under construction

Year of Type Title / Description Function Funding Status
Submission
>2010 EU Framework | COMed : Consortium on Coordinator | TBA Consortium has been
Program OMics for Medicine established
Lobbying ongoing
2010 Broad Medical | Provisional title: An integrated Promotor TBA In porgress —

Research Prograr
Inflammatory
Bowel Disease

nview on inflammatory bowel
disease risk profiling

Grants

anticipated submission
<end of 2010
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f)

g)

Self-study time

During study/research leaves

Harvard School of Public Health, Boston, USA (Now&m2009). Topic: Epistasis
screening in genome-wide association studies.

- Institut national de la santé et de la recherchdicaé (INSERM / Florence
Demenais) in Paris, France (July, November 2008pict jointly testing of groups
of markers; setting out a strategy for new propgoposals.

- Departament de Biologia de Sistemes, UniversitatideBarcelona, Spain
(December 2008 — January 2009, February 2010) cTbpiorporating machine
learning techniques in the search for epistatiect$t

- Harvard School of Public Health, Boston, USA (O&iB008). Topic: Using
phenotypes in family members in genetic associdgsting.

- Departament de Biologia de Sistemes, UniversitatideBarcelona, Spain (May
—June 2008). Topic: Genetic interactions — methagical developments for
large-scale screening.

« Municipal Institute of Medical Research (IMIM) Ba&lona, Spain, 2007 (invited
by Dr M Kogevinas). Topic: Missing SNPs in cand&lgenes.

- Municipal Institute of Medical Research (IMIM) Balona, Spain, 2006 (invited
by Dr M Kogevinas). Topic: non-parametric technigjte detect epistasis in
ECRHS Il data set.

- Department of biostatistics, HSPH, Boston, USA,2@0vited by Dr N Laird).
Topic: Optimalization of FBAT screening methodology

- Department of biostatistics, HSPH, Boston, USA,200vited by Dr N Laird).
Topic: Research on the use of the Dale model irtieassociation studies.

Publications (including those for doctorate or stug)

Avrticles in internationally reviewed journals

Published /accepted articles or letters

Arijs |, Quintens R, Van Lommel,lVan SteenK, De Hertogh G, Lemaire K,
Schraenen A, Perrier C, Van Assche G, Vermeireeébo8s K, Schuit F, Rutgeerts
P (2010) The predictive value of epithelial genpression profiles for response to
infliximab in Crohn’s disease. Inflammatory Bovikeases.

Bachert C, Zhang N, Holtappels G, De Lobel L, vau@enberge P, Liu S, Lin P,
Bousquet JYan SteenK (2010) Presence of IL-5 and IgE-antibodies to
Staphylococcus aureus enterotoxins in nasal padyassociated with co-morbid
asthma. J Allergy Clin Immunol

Calle ML, Urrea V Van SteenK (2010) mbmdr: an R package for exploring
gene-gene interactions associated with binary antative traits. Bioinformatics
26 (17): 2198-2199

Cattaert T, Calle ML, Dudek SM, Mahachie John JMn\Lishout F, Urrea V,
Ritchie MD,Van SteenK (2010) A detailed view on Model-Based Multifacto
Dimensionality Reduction for detecting gene-gerteractions in case-control data
in the absence and presence of noigevitéd paperof K Van Steenas expert
entry to special issue on epistasiAnn Hum Gene
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Cattaert T, Urrea V, Naj AC, De Lobel L, De Wit \Fy M, Mahachie John JM
Shen H, Calle ML, Ritchie MD, Edwards Van SteenK. (2010) FAM-MDR: a
flexible family-based multifactor dimensionalitychection technique to detect
epistasis using related individuals, PLoS One 5 (4)

Cleynen I, Mahachie John J. M, Henckaerts L, VareMercke W, Rutgeerts P,
Van SteenK and Vermeire S (2010) Molecular reclassificatibi€mhn’s disease
by cluster analysis of genetic variants. PloS One

Cohen R, Raby Byan Steen K Fuhlbrigge A, Celedon J, Rosner B, Strunk R,
Zeiger R, and Weiss S (2010) In utero smoke exgoand impair response to
inhaled corticosteroids in children with asthmaurdal of allergy and clinical
immunology.

De Lobel L, Geurts P, Baele G, Castro-Giner F, Kagges M,Van Steen K
(2010) A screening methodology based on Randonst®te improve the
detection of gene-gene interactions. European abofrHuman Genetics.
Joossens Mvan SteenK, Branche J, Sendid B, Rutgeerts P, Vasseur &Hako
D, Broly F, Colombel J, Vermeire S and Chamaillstd(2010) Familial
aggregation and antimicrobial response dose-depégasdfect the risk for
Crohns disease. Inflamm Bowel Dis 16 (1): 58-67.

Fidder H,Van SteenK, van Assche G, Rutgeerts P and Vermeire S (2010)
Immortal time bias and infliximab-related mortaléggd malignancy incidence.
(letter to the editor). Gut 59: 416.

Fidder H,Van SteenK, van Assche G, Rutgeerts P and Vermeire S (2010)
Reanalysis of death risk in long-term follow-upmfliximab patients versus
controls (letter to the editor). Gut 59: 416.

Henckaerts L, Cleynen I, Brinar M, Mahachie John W&in Steen K Rutgeerts P,
Vermeire S (2010) Genetic variation in the autophgene ULK1 and risk for
Crohn’s disease. Inflammatory Bowel Disease

Mahachie John JM, Baurecht H, Rodriguez E, Naunfgnwagepfeil S, Memper
M, Klopp N, Novak N, Bieber T, Wichmann H-E, Illif, Van SteenkK,
Weidinger S (2010) Analysis of the high affinityHgeceptor genes reveals
epistatic effects of FCER1A variants on eczema wdlergy 65 (7): 875-882.
Van SteenK (2010) Perspectives on Large-Scale Multi-Stagenify-Based
Association Studiesir(vited byStats in Med; provisional accept).

Vermeulen N Vermeire S,Van SteenkK, Arijs I, Michiels G, Ballet V, Schuit F,
Van Lommel L, Rutgeerts P, Bossuyt X (2010) Ideécsifion of novel
autoantibodies in inflammatory bowel disease byegnomicroarray — Gut.

Arijs |, Hertogh G. D, Lemaire K, Quintens R, LominheV, Van SteenkK,
Leemans P, Cleynen I, Assche G. V, Vermeire S, églBo Schuit F, Rutgeerts P.
(2009) Mucosal gene expression of antimicrobiatltigeg in inflammatory bowel
disease before and after first infliximab treatm&itoS One 4 (11) : 7984.

Arijs 1, Li K, Toedter G, Quintens R, Lommel L. Van SteenK. , Leemans P,
Hertogh G. D, Lemaire K, Ferrante M, SchnitzlefRorrez L, Ma K, Song X. R,
Marano C, Assche G. V, Vermeire S, Geboes K, Sé¢hutaribaud F, Rutgeerts
P. (2009) Mucosal gene signatures to predict regptminfliximab in patients
with ulcerative colitis. Gut 58 (12): 1612-1619.

Bogaert V, Vanbillemont G, Taes Y, De Bacquer Ds@eepper Eyan SteenkK,
and Kaufman J. (2009) Small effect of the andrageeptor gene GGN repeat
polymorphism on serum testosterone levels in hgatten. Eur J Endocrinol 161
(2): 171-177.

Henckaerts LYan SteenkK, Verstreken I, Cleynen I, Franke A, Schreiber S,
Rutgeerts P and Vermeire S. (2009) Genetic riskilpprg and prediction of
disease course in Crohns disease patients. Climd@aterol Hepatc7 (9): 97:-
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980.e2

Henckaerts L, Nielsen K. R, Steffensenvan SteenK, Mathieu C, Giulietti A,
Wouters P. J, Milants I, Vanhorebeek I, Langouch¥dérmeire S, Rutgeerts P,
Thiel S, Wilmer A, Hansen T. K, den Berghe G. \0@2) Polymorphisms in
innate immunity genes predispose to bacteremiadaath in the medical intensive
care unit. Crit Care Med 37 (1): 192-201 el-3.

Raby B,Van SteenkK, Lasky-Su J, Tantisira K, Kaplan F, Weiss STQ2D
Importin-13 DNA sequence variants are associatéil wiproved airway
hyperresponsiveness in childhood asthma. RespirResearch 10: 67

Ripatti S, Becker T, Bickeboéller H, Dominicus AsEher C, Humphreys K,
Jonasdottir G, Moreau Y, Nilsson S, Olsson M, PigheSheehan Nyan Steen
K, Wessman J, Baur M, van Duijn C, Palmgren J (206&ENESTAT: an
information portal for design and analysis of genassociation studies.. Eur J
Hum Genet. 17 (4): 533-536.

Schnitzler F, Fidder H, Ferrante M, Noman M, Atjj¥an Assche G, Hoffman |,
Van SteenkK, Vermeire S, Rutgeerts P. (2009) Mucosal hegbreglicts long-term
outcome of maintenance therapy with infliximab irokn’s disease. Inflamm
Bowel Dis 15 (9): 1295-1301.

Schnitzler F, Fidder H, Ferrante M, Noman M, Atjj¥an Assche G, Hoffman |,
Van SteenK, Vermeire S, Rutgeerts P. (2009) Long-term onte®f treatment
with infliximab in 614 patients with Crohns diseasssults from a single-centre
cohort. Gut 58 (4): 492-500.

Vanbillemont G, Bogaert V, De Bacquer D, Lapauw@®emare S, Toye K/an
SteenkK, Taes Y, Kaufman JM (2009) Polymorphisms ofdék& hormone-binding
globulin gene contribute to the interindividual izdion of sex steroid hormone
blood levels in young, middle-aged and elderly n@&m Endocrinol. 70 (2): 303-
310.

Bogaert V, Taes Y, Konings Ran SteenK, Bacquer D. D, Goemaere S,
Zmierczak H, Crabbe P, Kaufman J. (2008) Heritgbdf blood concentrations of
sex-steroids in relation to body composition inyg@adult male siblings. Clin
Endocrinol (Oxf) 69 (1): 129-135.

Calle M, Urrea V, Malats NVan SteenK. (2008) Improving strategies for
detecting genetic patterns of disease suscepyibiliassociation studies —
Statistics in Medicine 27 (30): 6532-6546.

Castro-Giner F, Kogevinas M, Machler M, de CicMan SteenK, Imboden M,
Schindler C, Berger W, Gonzalez JR, Franklin KAysta C, Jarvis D, Omenaas |,
Burney R, Rochat T, Estivill X, Anto JM, Wjst M, élsst-Hensch NM (2008)
TNFA-3086 > A in two international population-basszhorts and risk of asthma.
European Respiratory Journal 32 (2): 350-361.

Ferrante M, Vermeire S, Fidder H, Schnitzler F, donV, Van Assche G, De
Hertogh G, Hoffman I, D’Hoore Ayan SteenK, Geboes K, Penninckx F,
Rutgeerts P (2008). Long-term outcome after infiab for refractory ulcerative
colitis. Journal of Crohn’s and Colitis 2 (3): 2295.

Ferrante M, Henckaerts L, Joossens M, Pierik Mssens S, Dotan N, Norman G,
Altstock R,Van SteenK, Rutgeerts P, Van Assche G and Vermeire S. (2007)
New serological markers in inflammatory bowel dseare associated with
complicated disease behaviour. Gut 56 (10): 138B1Epub 2007 Apr 24.

Van SteenK, Laird NM, Markel P, Molenberghs G (2007) Appcbas to

handling incomplete data in family-based assoamtgsting. Ann Hum Genet.
Mar 71 (Pt 2): 141-51. Epub 2006 Nov 10.
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Efficace F, Bottomley A, Coens Van Steer K, Conroy T, Schoffski P, Schmc
H, Van Cutsem E, Kéhne C-H (2006) Does a patiesglsreported health-related
quality of life predict survival beyond key biomedi data in advanced colorectal
cancer, Eur J Cancer. 42 (1): 42-49.

Pierik M, Joossens ¥an SteenK, Van Schuerbeek N, Vlietinck R, Rutgeerts P
and Vermeire S (2006) Toll-like receptor-1, -2, aGgolymorphisms influence
disease extension in inflammatory bowel diseasdsnhm Bowel Dis. 12 (1): 1-
8.

Raby BA, Hwang E-Syan SteenK, Tantisira K, Peng S, Litonjua A, Lazarus R,
Galillourakis C, Rioux J, Sparrow D, Silverman EKin&her L, Weiss ST (2006)
T-bet polymorphisms are associated with asthmaaamdys
hyperresponsiveness, Am J Respir Crit Care Med 1)l $4-70.

Raby BA,Van SteenK, Lazarus R, Celed6n JC, Silverman E, Weiss $DG2
Eotaxin polymorphisms and serum total IgE levelshitidren with asthma, J
Allergy Clin Immunol 117 (2): 298-305.

Mcqgueen MB, Devlin B, Faraone SP, Nimgaonkar VLUask, Smoller JW, Abou
Jamra R, Albus M, Bacanu SA, Baron M, Barrett TBrmBttini W, Blacker D,
Byerley W, Cichon S, Coryell W, Craddock N, Daly Bepaulo JR, Edenberg HJ,
Foroud T, Gill M, Gilliam TC, Hamshere M, Jonegddnes L, Juo S-H, Kelsoe
JR, Lambert D, Lange C, Lerer B, Liu J, Maier Wgihhis MG, Mcmahon F,
Murphy DL, N6then MM, Nurnberger JI, Pato CN, P&t®, Potash JB, Propping
P, Pulver AE, Rice JP, Rietschel M, Scheftner Vehusnacher J, Segurado R,
Van SteenkK, Xie W, Zandi PP and Laird NM (2005) Combinedbsis from
eleven linkage studies of bipolar disorder provisiiesng evidence for
susceptibility loci on chromosomes 6qg and 8q, AHudn Genet. 77 (4): 582-595.
Murphy A, Mcqueen MB, Su J, Kraft P, Lazarus R,rddM, Lange CVan
Steen K(2005) Genomic Screening in Family Based Assoaiafiesting. Genet.
Epidemiol. 29 (Suppl. 1): 91-95

Moerkerke B, Goetghebeur ¥an SteenK, Van Belle S, Cocquyt V (2005)
Permutation based methods for analyzing qualitfetiata, Stat Med. 24 (24):
4055-4066.

Raby BA,Van SteenK, Celedon JC, Litonjua AA, Lange C, Weiss ST tfug
CAMP Research Group (2005) Paternal history ofraatand airway
responsiveness in children with asthma, Am J R&3qirCare Med. 172 (5): 552-
558.

Van Ranst M, Joossens M, Joossengd®, SteenkK, Pierik M, Vermeire S,
Rutgeerts P (2005) Crohn’s disease and month of. biflammatory bowel
diseases 11 (6): 597-599.

Van SteenkK, Lange C (2005) PBAT: a comprehensive softwaekpge for
genome-wide association analysis of complex faindged studies (Invited
submission) Journal of Human Genomics 2 (1): 67-69.

Van SteenK, Mcqueen MB, Herbert A, Raby B, Lyon H, Demeo,DMurphy A,
Su J, Datta S, Rosenow C, Christman M, Silverman_Bkd NM, Weiss St,
Lange C (2005) Genomic screening and replicatiomguhie same data set in
family-based association testing, Nature Genefic&/3 683 — 691.

Van SteenK, Raby B, Molenberghs G, Thijs H, De Wit M, Past® (2005) An
equivalence test for comparing DNA sequences, Phegatical Statistics 4 (3):
203-214.

Efficace F, Biganzoli L, Piccart M, Coens Zan SteenK, Cufer T, Coleman Re,

Calvert Ha, Gamucci T, Twelves C, Fargeot P, Boléym (2004) Baseline
healtt-related quality of life data as prognostic factora phase 11l multicente
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study of women with metastatic breast cancer, Etadcer 40 (7): 102— 1030.
Efficace F, Therasse P, Piccart M, Coen¥&n SteenK, Welnicka-Jaskiewicz

M, Cufer T, Dyczka J, Lichinitser M, Shepherd L, Baes JC, Sprangers MA,
Bottomley A (2004) Health-related quality of lifafmmeters as prognostic factors
in a non-metastatic breast cancer population. Agrmational multicenter study,
Journal of Clinical Oncology 22 (16): 3381-3388.

Esters N, Pierik Myan SteenK, Vermeire S, Claessens G, Joossens S, Vlietinck
R, Rutgeerts P (2004) Transmission of CARD15 (NO&#)ants within families
of patients with inflammatory bowel disease, Amak@®oenterol 99 (2): 299-305.
Franchimont D, Vermeire S, EL Housni H, Pierik Wan SteenK, Gustot T,
Quertinmont E, Abramowicz M, Van Gossum A, Devigr&utgeerts P (2004)
Deficient Host bacteria Interactions in Inflammat&owel Disease: the Toll - like
Receptor (TLR)-4 Asp299Gly Polymorphism is Assamibtvith Crohn’s Disease
and Ulcerative Coliti, Gut 53 (7): 987-992

Joossens S, Daperno M, Shum¥/Zn SteenK, Goeken J, Trapani C, Norman G,
Godefridis G, Claessens G, Pera A, Pierik M, Ver8j, Rutgeerts P and
Bossuyt X (2004) Inter-assay and inter-observeiabdity in the detection of
anti-neutrophil cytoplasmic antibodies in patientth ulcerative colitis, Clin
Chem 50 (8): 1422-1425.

Joossens S, Vermeire\&an SteenkK, Godefridis L, Claessens G, Pierik M,
Vlietinck R, Aerts R, Rutgeerts P and Bossuyt XQ20Pancreatic autoantibodies
in inflammatory bowel disease, Inflammatory Bowés&ase 10 (6): 771-777.
Lange C\Van SteenK, Andrew T, Lyon H, Demeo DL, Raby B, Murphy A,
Silverman EK, Macgregor A, Weiss ST, Laird NM (20@4family-based
association test for repeatedly measured quangtéiits adjusting for unknown
environmental and/or polygenic effects, Statistiaplications in Genetics and
Molecular Biology 3 (1): Article 17.

Murphy A, Van SteenK, Lange C (2004) On missing phenotype data in
multivariate family based association tests: FBAEESIMP and imputation
strategies based on the EM-algorithm, the DA-atbariand the conditional mean
model, Far East J. Theo. Stat. 13 (2): 175-188.

Pierik M, Vermeire SYan SteenK, Joossens S, Claessens G, Vlietinck R,
Rutgeerts P (2004) Tumour necrosis factaeceptor 1 and 2 polymorhpisms in
inflammatory bowel disease and their associatiadh vasponse to infliximab.
Alimentary Pharmacology & Therapeutics 20: 303-310.

Van SteenkK, Tahri N, Molenberghs G (2004) Introducing thaltivariate Dale
model in population based genetic association eg@iometrical Journal =
Biometrisches Zeitschrift 46 (2): 187-202.

Vermeire S, Rutgeerts Fan SteenkK, Joossens S, Claessens G, Pierik M, Peeters
M, Vlietinck R (2004) Genome-wide scan in a Flemisttammatory bowel
disease population: support for the IBD4 locus,ytajon heterogeneity and
epistasis, Gut 53 (7): 980-986.

Bottomley A, Thomas Ryan Steen K Flechtner H, De Graeff A (2003)
Guidelines for the use of epoetin: have qualityHefbenefits been proven, J Clin
Oncol 21 (11): 2223; author reply 2224-2225

Jansen |, Molenberghs G, Aerts M, Thijs H, Van 8t€€2003) A Local
Influence Approach applied to Binary Data from gdPgatric Study, Biometrics,
59 (2): 410-4109.

Joossens S, Van Steen K, Vermeire SV, Reinisch Mgribel JF, Rutgeerts P
(2003) Reply to: The value of serologic markergoheterminate colitis: A
prospective follow-up study. Gastroenterology 126 $99-1000.

Vermeire S, Noman M, Van Assche G, BaerVan Steer K, Esters N, Joossel
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S, Bossuyt X, Rutgeerts P (2() Autoimmunity associated witant-tumoi
necrosis factor alpha treatment in Crohn’s diseaggospective cohort study,
Gastroenterology 125 (1): 32-39.

Bottomley A, Thomas Ryan SteenK, Fletchner H, Dzulbegovic B (2002)
Erythropoietin improves quality of life — a respentancet Oncol 3 (9): 527.
Joossens S, Reinisch W, Vermeire S, SendMaB, SteenK, Poulain D, Peeters
M, Geboes K, Bossuyt X, Vandewalle P, Oberhubev@ielsang H, Rutgeerts P,
Colombel JF (2002) The Value of Serologic Markertnideterminate Colitis: A
Prospective Follow-up Study, Gastroenterology B)21242-1247.

Bottomley A, Thomas Ryan SteenK, Fletchner H, Dzulbegovic B (2002)
Human recombinant erythropoietin and quality of:lid wonder drug or something
to wonder about, The lancet Oncology, 3 (3): 148:15

Van SteenK, Curran D, Kramer J, Molenberghs G, Van VreckienBottomley

A, Sylvester R (2002) Multicollinearity in Progna@sEactor Analyses using the
EORTC QLQ-C30: Identification and Impact on Model&ttion, Statistics in
Medicine 21 (24): 3865-3884.

Van SteenK, Curran D, Molenberghs G (2001) Sensitivity Arsa$ of
Longitudinal Binary Quality of Life Data With Dropit: An example using the
EORTC QLQ-C30, Statistics in Medicine 20 (24): 3E8R0.

Van Steen K Molenberghs G, Verbeke G, Thijs H (2001) A Lokdluence
Approach to Sensitivity Analysis of Incomplete Laginal Ordinal Data,
Statistical Modelling: An International Journal,125-142.

Van Maldeghem Hyan SteenK (1999) Characterizations by Automorphism
Groups of Some Rank 3 Buildings IV. Hyperbolic peadioufang Buildings of
Rank 3, Geometriae Dedicata 75 (2): 115-122.

Van Maldeghem Hyan SteenK (1999) Characterizations by Automorphism
Groups of Some Rank 3 Buildings II. A Half Strondlkansitive Locally Finite
Triangle Building is a Bruhat-Tits Builing, Geomie Dedicata 74 (2): 113-133.
Van SteenK (1999) Characterizations by Automorphism GroapSome Rank 3
Buildings Ill. Moufang-Like Conditions, Geometri@edicata 74 (3): 225-240.

Van Maldeghem Hyan SteenK (1998) Characterizations by Automorphism
Groups of Some Rank 3 Buildings I. Some Propedidsalf Strongly-Transitive
Triangle Buildings, Geometriae Dedicata 73 (2):-142.

Van Maldeghem Hyan SteenK (1997) Moufang Affine Buildings have
Moufang Spherical Building at Infinity, Glasgow Ntatl. 39 (3): 237-241.

Other articles

Under revision or submission

Joossens M, Huys an SteenK, Cnockaert M, Vermeire S, Rutgeerts P,
Verbeke K, Vandamme P, De Preter V (2010) Highaghgput method for
comparative analysis of denaturing gradient gedtedphoresis profiles from
human fecal samples — under review at FEMS MirdogipEcology.

Alaerts M, Ceulemans S, Forero D, Moens LN, Deefu®, Heyrman L, Lenaerts
A-S, Norrback K-F, Goossens D, De Rijk\®n SteenK, Adolfsson R, Del-
Favero J (210). Genome scan in large complex pedigrees frons@lated
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Northein Swedish populatio

Moens L, De Rijk P, Reumers J, Alaerts M, Ceulem&ng$-orero D, Glassee W,
De Zutter S, Heyrman L, Lenaerts A-S, Norrback KCBstello IM, Goossens D,
Van SteenkK, Adolfsson R, Del-Favero J (2010) Next generagsequencing and
mutation analysis of the DISC1 pathway in schizepia.

Schnitzler F, Fidder H, Ferrante M, Ballet V, NonMnVan Assche G, Spitz B,
Hoffman I,Van SteenK, Vermeire S, Rutgeerts P (2010) Outcome of paegy
in women with inflammatory bowel disease treatethwnfliximab.

Ladrup Carlsen KC, Roll S, Carlsen KH, MowinckeM#ijga AH, Brunekreef B,
Torrent M, Roberts G, Arshad SH, Kull I, Kramerwn Berg A, Eller E, Hast A,
Kuehni C, Spycher B, Sunyer J, Chen CM, Reich Aafioj A, Puig C, Herbarth
O, Van SteenK, Willich SN, Wahn U, Lau S, Keil T, for the warlg group of
GAZLEN WP 1.5 ‘Birth Cohorts’(2010) Pets in infanepsthma or allergy in
school age? Meta-analyses with individual raw diatan 11 European birth
cohorts.

Arijs 1, Van SteenK, Quintens R, Lemaire K, Van Lommel L, De HertdgghVan
Assche G, Vermeire S, Geboes K, Schuit F, Rutg&e(®010) Intestinal mucosal
gene expression of cell adhesion molecules, chamskand chemokine receptors
in patients with inflammatory bowel disease befamd after infliximab treatment.
Vermeulen N, Vermeire S/an SteenK, Arijs I, Michiels G, Ballet V, Schuit F,
Van Lommel L, Rutgeerts P, Bossuyt X (2010) Idecaifion of novel antibodies
in inflammatory bowel disease by protein microarray

Under construction (submission ready: to be sutaditvithin the next month)

Jirgens M, Mahachie John JM, Cleynen |, Schnitz]dtidder H, Ballet V,
Noman M, Hoffman I, Van Assche G, Rutgeerts\Rah) Steen K Vermeire S
(2010) Predictive value of C-reactive protein chemgn the outcome of
infliximab in Crohn’s disease — submission ready.

Van Lishout F, Cattaert Man Steen K(2010) To the editor: Speedy MB-MDR —
submission ready.

Mahachie John JM, Cattaert T, Van LishouvBn Steen K(2010) Model-Based
Multifactor Dimensionality Reduction to detect @pss for quantitative traits in
the presence of error-free and noisy data — sulbmissady.

Gevaert Philippe, Van Bruaene Nicholas, De RuyctaNg Blomme Katrien,
Cattaert Tom, Sousa AnaR, Marshall Richard/an Steen K Bachert Claus
(2010) Mepolizumab, a humanised anti-IL-5 monocl@mibody, as treatment of
severe nasal polyposis — submission ready.

Ziegler A,Van Steen K Wellek S (2010) Investigating Hardy-Weinberg
equilibrium in case-control or cohort studies ortamanalysis — submission ready.
Van SteenK (2010) Invited review paper on epistasis analgBigefings in
Bioinformatics) — under construction.

Rzehak P et al for the working group of e&&&N-WP 1.5 ‘Birth Cohorts (2010)
Body-mass-index trajectory classes and asthma anshtldhood. Results from
European Birth Cohorts — a Global Allergy and AsthiBuropean Network
initiative — under construction.

Van SteenK, Vermeiren V, Huyghe J, Van de Peer Y (2010) GER@O and
integrating omics data into MB-MDR screening forségpsis — under construction
Demenais Fyan Steen K(*) (2010) Review paper on multi-marker analysis —
under_constructior(*): equally contributing with first author).

Arijs 1, Van Lommel L,Van SteenK, De Hertogh G, Schuit F, Geboes K, Van
Assche G, Vermeire S, Rutgeerts P.1C). Gene expression profiling to pred

54/72



the response of infliximab in patients with - under constructic.

Joossens S, Colombel J-F, Vermeire S, Landex&a@ SteenK, Sendid B,

Poulain D, Geboes K, Bossuyt X, Vandewalle P, Obleeh G, Vogelsang H,
Targan S, Rutgeerts P, Reinisch W. (2010) Antiqootembrane of porine ¢ and
anti-12 antibodies in indeterminate colitis — undenstruction

Joossens S, Halfvarson J, Romberg-Camp¥dn, SteenK, Vermeire S, Jarnerot
G, Stockbrugger R, Matthijs G, Vlietinck R, BossytJF Colombel, Rutgeerts P,
Tysk C. (2010) Seriological markers in twins witiflammatory bowel disease —
under construction.

Calle M, et al\Van SteenK (2010) Multilocus information measures as pre-
screening tool for multifactor dimensionality retioa in the context of epistasis —
under construction.

Haerynck FVan SteenkK, et al. (2010) Genetic analysis of pseudomonas
infections — under construction.

Selection of 5 most representative publications

Cattaert T, Urrea V, Naj AC, De Lobel L, De Wit \Fu M, Mahachie John JM,
Shen H, Calle ML, Ritchie MD, Edwards Yan Steen K(2010) FAM-MDR: a
flexible family-based multifactor dimensionalitychection technique to detect
epistasis using related individuals. PLoS One,)5 (4

Ripatti S, Becker T, Bickeboéller H, Dominicus AsEher C, Humphreys K,
Jonasdottir G, Moreau Y, Nilsson S, Olsson M, PlgheSheehan Nyan Steen

K, Wessman J, Baur M, van Duijn C, Palmgren J (20B&NESTAT: an
information portal for design and analysis of genassociation studies. European
Journal of Human Genetics 17(4): 533-6 .

Van Steen K Mcqueen MB, Herbert A, Raby B, Lyon H, Demeo DAyrphy A,
Su J, Datta S, Rosenow C, Christman M, Silverman_Bkd NM, Weiss St,
Lange C (2005) Genomic screening and replicatiomguhie same data set in
family-based association testing. Nature Genefrc6/3 683-691.

Van Steen K Laird NM, Markel P, Molenberghs G (2006), Apprbas to handle
incomplete data in family-based association tes#mmals of Human Genetics
71:141-151.

Van Steen K Tahri N, Molenberghs G (2004) Introducing the tivariate Dale
model in population based genetic association etudiometrical Journal 46 (2):
187-202.

Internal reports

Van SteenK, Laird NM (2004) Family based association testd the FBAT
toolkit. User's Manual.

Van SteenK, Curran D (1999) Scoring SAS macros (in the eghof Quality of
Life data) included in the EORTC QLQC-30 Scoringridal, EORTC study group
on quality of life, Brussels.

Van SteenK, Carthy S, Curran D (1999) Analysis of Qualifyldfe: statistical
guidelines manual (for EORTC internal use).
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Books

Aut

Article

hor

In May 2007 | was approached by Springer — Edit@tatistics to write a book
in the field of statistical genetics. | have aceepin collaboration with my co-
author Dr Aaron Isaacs (Erasmus Medical CentreteRtam — the
Netherlands). A first draft of a table has beerepted by the editors and sent
out to the reviewers. Targeted publication: 2011.

» Van SteenK and laacs A (20--) A Road Map to Genetic
Association Studies: A user-oriented approach.

s in or part of books

Aut

hor / co-author

Van SteenkK, Molenberghs G, Multicollinearity, 3rd editiomeycl of
biopharmac statistics - p836-p843 / Shein-ChungwClealit.], (2010), -
http://www.amazon.com/Encyclopedia-Biopharmacei&tatistics-Third-
SHEIN/dp/143982245X/ Invited revision of the 20Q4bpcation below.

Molenberghs G, Beunkens C, Thijs H, Jansen |, lezlt&, Kenward MG and
Van SteenK, Analysis of incomplete data. In SAS System@dinical Trials
[I. Dmitrienko A, Chuang-Stein C and D’Agostino Rds.) (2007) Cary: SAS
Press, pp. 313-360.

Molenberghs G, Beunkens C, Jansen |, Thij¥&h Steen K Verbeke G,
Kenward MG, Analysis of incomplete data. In 'Phacmaical Statistics with
SAS' Chuang-Stein, C.; D'Agostino, R. (2005) SA®IRthing (Cary, NC).
Molenberghs G, Beunkens C, Jansen |, Thijs H, Mezli& Kenward MGYan
SteenkK, Analysis of incomplete data. In 'SAS System@dinical Trials II'
Dmitrienko, A.(2005) SAS Publishing (Cary, NC).
Based on the papers:
Van Steen K Molenberghs G, Verbeke G, Thijs H (2001) A Local
Influence Approach to Sensitivity Analysis of Incplete Longitudinal
Ordinal Data, Statistical Modelling: An Internatedrdournal, 1: 125-142.
Jansen |, Molenberghs G, Aerts M, Thijs H, Van 8t€€2003) A Local
Influence Approach applied to Binary Data from gdPgatric Study,
Biometrics, 59 (2): 410-419.
Laird NM, Kraft P, Lange CYan Steen K Testing for association in genetic
studies. In: Respiratory Genetics, Eds EK Silvern®&ih Shapiro, DA Lomas
and ST Weiss (2005) Edward Arnold (Publishers) ppul,27-46.
Van SteenK, Molenberghs G, Multicollinearity, PublishedEmcyclopedia of
Biopharmaceutical Statistics / Shein-Chung Chowt[ed2004) ISBN: O-
8247-4263-X.

Van SteenK, Molenberghs G, Multivariate and multidimensibaaalysis, In:
Biometrics / Wilson S. [edit.], Oxford, Eols(2003).-www.eolss.ne
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| 111.4. Additional competences

a) Competence 1: Organizational talent

Organization of conferences, study days, work shops

E.g.

Capita Selecta of Complex Disease Analysis: biehmirg-conference with

workshops and short courses, since 2010, to stimirgerdisciplinary
collaborations in statistical genetics (in jointlaboration with UA, KUL, ULB;
main responsible: K Van Steen).
Statistical Genetics Research Clubs to stimulathaxge of ideas and to enhance
multi-disciplinary collaborations in Belgium, sin2808 (in close collaboration
with the “complex genetics core facility” at the iMersity of Leuven).

- Short course on family based association testiff Z@ctors: N Laird, C Lange,
K Van Steen; tutorial responsible: A Murphy) — resgible organizer.

- Advanced Course in Linkage Analysis 2002 (lectdrserwilliger, J Blangero, L
Almassy) — responsible organizer.

- European Mathematical Genetics Meeting (EMGM) 2008ember of the
organizing committee.

b) Competence 2: Team spirit

Scientific consulting ULg (2008-present)

d'aérospatiale
et mécanique

Contact Institution Start | Topic Status
Liesbet Geris| ULg - 2010 | Adoption of partial least | Ongoing
Département squares approaches in

bone tissue engineering

A

Damien ULg — 2010 | Random Rotations to find Ideas reflected in:

Ernst Institut your way in the Random | FNRS projet call “juin
Montefiore Jungle 2010”

Edouard ULg - 2010 | Genetics of inflammatory| First contacts made.

Louis Département bowel disease in the light| Follow-up meeting in
des sciences of the International IBD | summer to find
cliniques Genetics Consortium synergetic opportunitie

for collaboration

Michel ULg - 2010 | Strategies with medical | Intent of collaboration

Georges Département applications for the reflected in ARC2010
de identification of gene-gene (LOI: accepted;
productions and gene-environment | acceptence full
animales / interactions and multiple | application: pending)
GIGA-R : causal variants with
Génomique complex phenotypes.
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animale

Vincent
Bours

ULg -
Département
des sciences
biomédicales
et
précliniques
/| GIGA-R:
Génétique
générale et
humaine

2010

Strategies with medical
applications for the
identification of gene-geng
and gene-environment
interactions and multiple
causal variants with
complex phenotypes.

Intent of collaboration
reflected in ARC2010
2 (LOI: accepted,;
acceptence full
application: pending)

Scientific consulting for other belgian instutes

Contact Institution Start | Topic Status Paper(s)
Christoph uz 2010 | Genetic association studiesngoing
Metalidis Gasthuisberg with clinical and
— Belgium histological outcomes in
nephrology
Liesbeth uz 2010 | Long-term evolution of | ongoing
Viaene Gasthuisberg serum and urine
— Belgium parameters for patients in
peritoneal dialysis
Hilde Peeterg UZ 2010 | Suitable family-based ongoing
Gasthuisberg association screening
— Belgium techniques
Greet Van uz 2010 | Disturbances in energy | ongoing
Den Berghe | Gasthuisberg metabolism and the
— Belgium control of inflammatory
responses in critical
iliness: role of genetic
predisposition
Mitochondrial DNA
analyses for subgroup
identification
Sylvie UZ Gent - 2010 | Pros and cons of WHAP | finished
Seeuws Belgium analysis
Hans UZ Gent - 2009 | Dealing with X- finished
Vermeesch | Belgium inactivation in genetic
JM Kaufman| UZ Gent- | 2009 | Follow-up on genetic ongoing
Belgium screening for osteoporosis
in men; confirmation
sought in Swedish
population
Vanessa VIB UG - 2009 | Converting learning ongoing
Vermeirssen | Belgium module networks for

microarray expression da

a
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to general human comple
disease applications

X

Lotte Moens | VIB UA - 2009 | X-MDR epistasis finished
Belgium screening and interaction
graphs
Nathalie uz 2009 | Protoarray data analysis finished
Vermeulen | Gasthuisberg
- Belgium
Philip UZ Gent - 2008 | Anti-IL5 analysis final stage
Gevaert Belgium
Claus UZ Gent - 2008 | IgE association study ongoing
Bachert Belgium
Nicholas UZ Gent - 2008 | Sinusitis cohort sampling| finished
Van Bruaene| Belgium design and
analysis ongoing
Daan De UZ Gent — 2008 | Data base construction of finished
Maeseneer / | Belgium national breast cancer data
Simon Van
Belle Quality of Life analysis in
breast cancer patients
Filomeen UZ Gent — 2008 | Extensive genetic analys|s
Haerynck Belgium on pseudonoma:
main effects and finished
interaction analyses ongoing
Maaike VIB UA — 2008 | FBAT analysis and X- finished
Alaerts Belgium MDR epistasis screening
Ingrid Arijs | UZ 2008 | Support in statistical finished
Gasthuisberg analysis of microarray data
— Belgium in inflammatory bowel
disease patients
Isabelle uz 2008 | Epistasis and multi-locus| ongoing
Cleynen Gasthuisberg analysis in Crohn’s disease
— Belgium
The power of the X- start-up
chromosome (former
contact person Isabel
Verstreken)
Herma uz 2008 | Immortal time bias finished
Fidder Gasthuisberg
— Belgium
Matthias uz 2008 | CRP profile analysis finished
Jurgens Gasthuisberg
— Belgium
Liesbet uz 2007 | Genetic risk profiling and| finished
Henckaerts | Gasthuisberg prediction of disease
— Belgium course in Crohns disease
patients
Marc uz 2007 | Serological marker in finished
Ferrante Gasthuisberg inflammatory bowel
— Belgium disease
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Marie uz 2006 | Bacterial gut flora: finished
Joossens Gasthuisberg analysis
— Belgium
Johannes UZ Gent - 2006 | Genetic association study finished
Ruige Belgium for type | diabetes
Patricia UZ Gent - 2006 | Optimal marker selection| finished
Crabbe Belgium for genetic association
studies in families
Mario Van UG - 2006 | PNRP polymorphisms | finished
Poucke Belgium associated with PRNP
MRNA expression in
blood in Belgian sheep
population
Sofie Bioscope-IT/ | 2006 | Experimental designs andfinished
Bekaert UG, Belgium formulation of
requirements to set up a
biostatistical platform
service bridging university
and university hospital
Youri Taes UZ Gent— | 2005 | Variance components finished
Belgium analysis of SIBLOS data
Jacques UZ Gent — 2005 | Oral hygiene of elderly | finished
Vanobbergen Belgium people in long-term care
institutions
Jan UZ Gent — 2005 | Statistical approaches to| finished
Hellemans | Belgium laboratory callibration
problems
Sofie uz 2005 | Month of birth and finished
Joossens Gasthuisberg Crohn’s disease
— Belgium
Marieke uz 2004 | How to make sense of | finished
Pierik Gasthuisberg mixed families when
— Belgium inflammatory bowel
(currently in disease is involved?
Maastricht
University)
Sofie uz 2004 | Pancreatic autoantibodiesfinished
Joossens Gasthuisberg in inflammatory bowel
— Belgium disease
Liesbeth TIBOTEC- 2000- | HIV longitudinal analysis | finished
Bruckers VIRCO 2003
(former co-
coordinator | HIS Evaluation of the Belgian | finished
consult Health Interview Survey
UHasselt) 1997
DWTC New sampling strategies | finished

for health surveys and
non-response analysis
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OECD Belgian statistical finished
representative; mapping
biotech activities in
Belgium in order to
provide suggestions for
governmental policy

makers

Legend: x

= paper available or in writing phase

Scientific consulting other countries

Contact Institution Start | Topic Status | Papers| Country
Olga University 2010 | Epistasis analysis | ongoing The
Savenije | Medical Center on latent class Netherlands
Groningen — membership
The Netherlands categorical
variables using
MB-MDR
methodology
Lude University 2009 | Application of MB-| ongoing The
Franke Medical Center MDR to expression Netherlands
Groningen trait values
Harold University 2008 | Statistical analysis| ongoing| X The
Snieder Medical Center of genetic data in Netherlands
Groningen — twins using FBAT
The Netherlands and MDR
methodology
Fabian Klinikum 2008 | Pregnancy and the finished | x Germany
Schnitzler | Grosshadern, effect of IBD
Munich, treatment regimensg
Germany
(formerly: UZ
Gasthuisberg —
Belgium)
Legend: x = paper available or in writing phase

Social service / Consulting (< 2005)

E.g

ZOL: multivariate data analyses
TIBOTEC -VIRCO: HIV longitudinal data analysis

OESO /OECD: Mapping biotech activities in Belgiuonaidjust current policies

HIS: Evaluation of the Health Interview Survey 1997
DWTC: Non-response analysis and new sampling sfiege

61/72




c) Competence 3: Networking

Personally established network

Contact Institution | Start | Topic Additional info  |Cou ntry
Inside Europe
Marc Zabeau] UGent Tech2010 | Integration of General Belgium
Transfer biological network Manager
approaches
Yves vande | VIB UG 2009 | Integrating Belgium
Peer bioinformatics
interaction tools to
detect epistasis in
predictive models
Geoffrey Perdmant | 2009 | Sales activities for | General Belgium
Henno Solutions Life Science supply | Manager
and service
companies, catalyzing
the exchange of
knowledge, ideas and
technological
expertise.
Guy Van University | 2009 | CIDR grant on Belgium
Camp of Antwerp, Genome-wide
Belgium Association Analysis
of otosclerose
Wouter Van | VIB RUG, | 2008 | Introduction of Integration Belgium
Gool Ghent Statistical Genetics | Manager VIB
approaches in
emerging technologies
of life sciences
Gert De SYSTeMS | 2008 | Probabilistic Belgium
Cooman research modelling versus
group RUG, imprecise probability
Ghent modelling: pros and
cons in genetic
screening
Claus University | 2005 | Common and Preparation to | Belgium
Bachert Hospital differential properties NIH grant
Ghent of upper and lower | applications (in
airways disorders, in | collaboration
different ethnic groups with Dr De Yun
— University of
Singapore)
Séverine uz 2000 | Real-life data Gateway to the  iBeig
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Vermeire / | Gasthuis- problems leading to | International
Paul berg, biometric applications IBD Genetics
Rutgeerts Leuven and methodological | Consortium
developments in the
context of IBD
Bob KUL, 1999 | Statistical Genetics | Professeur Belgium
Vlietinck Leuven and Complex Disease émeérite
Analysis
Andrew E.O.R.T.C. | 1998 | Quality of Life data in Belgium
Bottomley (European oncoloy
Organisa-
tion for
Research
and
Treatment
of Cancer)
Brussels
Ronald Maastricht | 2010 | Setting up exchange| Leader The
Westra University program in Biomathematics | Netherlands
bioinformatics (First | &
meeting: 11/6/2010 in Bioinformatics
Maastricht) DKE-
Mathematics
Olga University | 2010 | Epistasis analysis on| Gateway to The
Savenije Medical latent class PIAMA Study Netherlands
Center membership in data
Groningen asthmatics
Marieke Maastricht | 2009 | Genetics of The
Pierik University inflammatory bowel Netherlands
disease
Andrew Erasmus 2009 | Data analysis of The
Stubbs MC alternative splicing Netherlands
Rotterdam microarrays
Interpretation and
analysis of exon array
analysis
Lude Franke | University | 2009 | Integrated analysis The
Medical Netherlands
Center Co-expression
Groningen networks
Aaron Isaacs| Erasmus | 2008 | Co-author on text The
MC book “A Roadmap to Netherlands
Rotterdam Genetic Association
Studies: A user-
oriented approach”
Harold University | 2008 | Statistical analysis of The
Snieder Medical genetic data in twins Netherlands
Center
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Groningen

Clara Elbers | University | 2007 | Genome-wide The
Medical pathway analyis for Netherlands
Center complex disease
Utrecht analysis
Siem RUG 2006 | Pharmacogenomics Senior Principalhe
Heisterkamp | University Statistician at Netherlands
of Organon/part of
Groningen Schering Plough
Research
Institute,
Department of
Research and
Quantitative
Sciences
Yurii Erasmus 2005 | Family-based genetid
Aulchencko | MC association screening
Rotterdam
Peter van derr Erasmus 2002 | Bioinformatics in Head of The
Spek MC Medicine Bioinformatics | Netherlands
Rotterdam Department and
founder of the
Organon
bioinformatics
group
Giovanni University | 2008 | IgE in Verona families Gateway to Italy
Malerba Verona GEIRD study
(PI: Roberto De
Marco)
Giovanna University | 2008 | IgE in Coner Study Italy
Albertini Bologna Bologna
Fabio Mediterrane| 2004 | Quality of Life Italy
Efficace an Institute
of
Hematology
, Rome
Guadalupe | UPC 2009 | Erasmus exchange | Bilateral Spain
Gomez Melis| (Universitat program with AGREEMENT
Politécnica Montefiore between UPC
de and ULg for the
Catalunya) Spanish Biostatistical| academic years
Barcelona Network 2008-2013
Lifelong
Learning
programme:
ERASMUS
(signed in 2009)
Nuria Malats| CNIO 2006 | Association tests and EU FP COMed | Spain
(Centro software for CNV consortium core
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Nacional de analysis member
Investigacio
nes MB-MDR bladder
Oncoldgicas cancer proof of
) Madrid concept
Testing LeMoNe on
bladder cancer data
Malu Calle University | 2006 | Biostatistical Bilateral Spain
of Vic, Vic statistical genetics: | AGREEMENT
developments of between
MDR based University of
methodologies Vic and ULg for
the academic
Erasmus exchange | years 2008-2013
program with Lifelong
Montefiore Learning
programme:
ERASMUS
(signed in 2009)
Manolis Institut 2006 | Genetics and Gateway to Spain
Kogevinas | Municipal epidemiology of ECRHS and
d'Investigac asthma related SAPALDIA
i6 Médica phenotypes: data studies
(IMIM- mining
Hospital del
Mar),
Barcelona
Nuria Perez | Fundacio de2005 | Practical and Spain
Lluita theoretical concerns
contra la related to data below
SIDA/ detection limits
Universitat
Politecnica
de
Catalunya,
Barcelona
Ivo Gut Centre 2010 | Liaison activities EU FP COMed | France
National de between Barcelona | consortium core
Génotypage (Spain) and Paris member
, Paris (France)
Sophie Lebre INSERM | 2009 | Inferring changes in France
UMR 915 regulartory network
structures from gene
expression data
Florence INSERM 2005 | Anintegrated view on Gateway to France
Demenais U794 how to make sense of GABRIEL
GWAs consortium
EU FP COMed
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consortium core

member
Marek Medical 2007 | Genetics of IgE using GA“LEN partner| Poland
Kowalski University family-based design | and data
of Lodz provider
Chris Haley | MRC 2009 | Getting ready for EU FP COMed | UK
Human genomewide epistatig consortium core
Genetics association screening member
Joint efforts on
raising funds for
extensive
collaboration
between MRC
and Ulg on
epistasis
Madan Babu| University | 2009 | Structural alterations UK
of and single nucleotide
Cambridge changes to better
understand epistatic
events
Petra Wark Imperial 2001 | Addressing different UK
College aspects of the
(former relationship between
University risk factors and
of molecular alterations
Wageninge in tumour tissue:
nin the multivariate and
Netherlands hierarchical latent
) variable models
Andreas Universitaet| 2009 | Statistical approachesEU FP COMed | Germany
Ziegler zu Luebeck to genetic consortium core
epidemiology member
Bertram Max- 2009 | Computational Germany
Miller- Planck- complexity issues of
Myhsok Institute of whole-genome
Psychiatry, analysis of epistasis
Munich
Stephan Technische | 2009 | Optimal strategies for Gateway to Germany
Weidinger Universitaet GWAs and allergy CORA study
Muenchen related phenotypes
Anne-Laure | University | 2008 | SNP-SNP interactions Germany
Boulesteix of Munich in genome-wide
(formerly: association studies
Sylvia
Lawry
Centre for
MS
Research)
Michael University | 2004 | Integrating stem cell EUERPMed | Germany
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Rossbach of Bonn knowledge in consortium core
disentangling the member
genetic basis of
human complex
diseases
Murielle Swiss 2006 | Genetic epidemiology Switzerland
Bochud School of of cardiovascular risk
Public factors
Health,
University
of Lausanne
Erik Melen Karolinska | 2005 | Evaluation of Gateway to Sweden
Institutet, powerful BAMSE study
Stockholm methodologies to
(currently: detect gene-gene
Harvard interactions using
Channing asthma-related
Laboratorie phenotypes
s, Boston,
USA)
Juni Medical PHOEBE Biobanking| Director of the | Sweden
Palmgren Epidemiolo in Europe Wallenberg
gy and Consortium
Biostatistics Platform initiation North (WCN)
, Karolinska Bioinformatics
Institutet platform.
Outside Europe
HSPH Alums | Harvard 2009 Initiative of the | USA
Network University Harvard School
of Public Health
Postdoctoral
Association
(PDA) about
creating a net-
work of former
HSPH postdoc-
toral researchers
Winston Hide | Harvard | 2009 | Biological network | Second USA
School of systems affiliation: SA
Public National
Health, Bioinformatics
Boston Insitute,
University of
Western Cape
near Cape Town
South Africa
Chris Harvard | 2009 | Computational USA
Huttenhouwer | School of Biology and
Public Bioinformatics for
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Health, large collections of
Boston genomic data
Marylyn Vanderbilt | 2008 | MDR and MB-MDR | Envisaged to USA
Ritchie University developments exchange post-
docs in the
future (first
visitor arriving
in June 2010)
Fernando Arizona 2008 | Clinical interpretation Gateway to USA
Martinez Respirator on asthma data from B8dbGaP SNP
y Center, networks: CAMP, Health
University CARE and ACRN Association
of Resource
Arizona, Epistasis screening on(SHARe)
Tuscon aforementioned Share Asthma
Consortium data Resource Project
(SHARP)
[request #4361-1
approved: 2009]
Todd Edwards| Vanderbilt2008 | MDR extensions Gateway to USA
University AFDS (Amish
(formerly Family Diabetes
Miami Study) data
Institute of
Human Gateway to
Genomics) Parkinson’s
disease data
Benjamin Harvard | 2003 | CAMP: Childhood USA
Raby Medical Asthma Management
Schooaol, Program
Boston
6th Framework European Programme: Network of Ercelt GA2LEN
My position in the European Network GIAEN has allowed me to obtain a better view

on the general functioning of networks on an irdional scale, on European

reg

ulations, on the different layers of a netwankwhy every single unit within a

network is important in order to guarantee a glch&icess.

My

responsibilities during the period 2005-2007:

Specific management activities as a project man@agehe University Ghent (e.qg,
managing official incoming and outgoing documemtd eontracts, Figure 1)

Involvement in global non-scientific work packagegh as structural integration,
training and education, exchange programs, ...

Involvement in scientifiwork packages, offering statistical insights andezkise
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Claus Bachert (work package leader)(Belgium)

Involvement includes:

- Draft project proposals for GREN sustainability:
- FP7 (European"7Framework Programme)
- Crédit de démarrage ULg: R.CFRA.0141

- Assistance in questionnaire development issuesdb@s experience at the

EORTC (European Organization of Research and Tegatof Cancer) data

management center

Thomas Keil (work package member )(Germany)

Involvement includes:

- Honorary researcher in (bio-)statistics (the analgs multi-center cohort
data)

- Active participation in WP 1.5 research meetings

Francine Kaufman (work package leader)(Frgnce

Involvement includes:

- Participation in meetings on “severe asthma”

- Honorary researcher in genetic linkage and assogianalysis

- Discussion meetings with Prof. Florence Demen®&SHRM, France) on
how to move forward the field of genetic epidemgyo

Manolis Kogevinas (team leader)(Spain)

Involvement includes:
- Honorary researcher in genetic association analysis
- co-author of submitted publication
- research stays to assist in data analysis
- jointly developing gene-gene interaction methodglog
- jointly developing strategies to deal with informatmissing marker
information

Marek Kowalski (team leader)(Poland)
Involvement includes:

- Setting up a collaborative effort to use family-bdgenetic association tests

on multiple IgE measurements (Crédit de demurragg B.CFRA.0141)
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d)

GAZLEN Assembly
GEALEN Coordinator
| e
Ic2 Prazidenta for Ressarc |
\{  Scientific Work Packages

Aoscunting and Legal Gifics, Fartner 1 GATLEN
fuasm Coordinating Office
Fisportng CMlas - IngamTrans - Partner 8 Charité
(Rupessiracten Beriin
o ™
GAZLEN Activities
-Work Packages
-Task Forces
-Other Activities

Figuur 1: Managementstructure in the &8EN consortium

Competence 4: “Woman of enterprise”

Founding a new SME

- | was co-founder, co-owner and scientific direaibthe SME StepGen, cvba,
from January 2006 till January 2009. During thisqu StepGen was
acknowledged as a spin-off of the Ghent Univeraitgl as an official
Collaborating Centre to GAEN.

- In the meantime the first efforts are being madsetioup a new company under the
auspices of ULg: the consultancy charter whichegas a basis can be
downloaded from www.montefiore.ulg.ac/~kvansteen.

Competence 5: Critical attitude

Referee jobs for:

- American Journal of Human Genetics

- American Journal of Respiratory and Critical Caredidine
- American Journal of Epidemiology

- Applied Statistics.

- Australian, New Zealand Journal of Statistics

- Bioinformatics

« Biometrical Journal

- BMC Genetics

- Briefings in Bioinformatics

- Computer methods and programs in biomedicine
- European Journal of Epidemiology

- European Journal of Human Genetics

« Human Genetics

« Human Heredity

- Journal of Allergy and Clinical Immunology
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f)

Journal of clinical pathology and forensic medicine

New England Journal of Medicine

Nucleic Acids Research

Respiratory Medicine

Statistical Applications in Genetics and MolecWaology Statistics in Medicine

Associate Editor of Statistics in Medicine — Stided Genetics
Statistical consulting Editor of “Hypertension”

Editorial Associate to “Annotated Research”

Editorial BoardMlember of “Allergy”

Referee jobs for funding agencies:

FWO Vlaanderen (Fonds Wetenschappelijk OnderzoERRS (Fonds de la
Recherche Scientifique)

Admission to PhD or post-doc programs in Africaskalia, Canada, Switzerland,
UK

Pre-doctoral grants

Post-doctoral grants

Israel Science Foundation - grant proposal no 1I835.6

Lectureship in Africa

“Prijs Ontwikkelingssamenwerking” (external academaferee)

Competence 6: Communicative and listening comprehsion

Apart from teaching and student coaching activjtiésave made several contributions
to the dissemination of science, using differerarotels, including:

. StepGen CVBA (as a member of BioFlanders).

- UZ Ghent consultant (via a customer oriented apgrdeghlighting the
potential of available data).

- BioScope-IT involvement (participation in work stsognd bridging the
gap between industry and academia).

. GA’LEN (involvement in work package on dissemination).
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| 111.5. Miscellaneous

a) Computer skills:

- Statistical / Computing environments: extensive afS8AS, SPlus and R, Gauss,
FBAT and PBAT genetic software; STATA, SPSS, Gemédry MEGA2
(Manipulation Environment for Genetic Analyses)

- Computer languages: Pascal, Perl

- Applications: LaTex, common Windows database, gfsleeet and presentation
software

« Operating systems: Windows, UNIX/Linux

b) Beta Tester for software packages:

. MDR-PDT
. Golden Helix — PBAT modules

c) Communication skills:

Languages (other than Dutch and English):

- 3rd cycle educational training: Russian elemenkaigwledge, LBC-NVK Sint-
Niklaas 1991-1993

- French: 3rd language.

- German: 4th language.

d) Breaking down boundaries:

- Since 2007 co-operator with the “DREAM” projectdgive Flemish schools and
students the opportunity to get acquainted with litey
“Dream est un projet destiné aux jeunes de 16-$%ateurs professeurs. L’ objectif
est d'aider les jeunes a construire leur avenifgssionel sur base de leurs talents, de
leur passions ert de leur réves. Car “la passiest le plus beau mmétier du monde”!
Le DREAM Day : une visite-rencontre entre jeune$éhoins’ (des professionnels
enthousiastes) sur leur lieu de travaille, en mars
(www.dreamday.be)

Professional evaluation based on the “Interpratadti@anual for Communication Styles
Technology” developed by Paul Mok, has revealetithave developed a
communication style which allows me to excel in:

planning,
« scope development,

strategic thinking and planning,
- Creativity.

72/72



